Supplemental Table S7. The list of enrichment GO analysis.
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	GO:0032501
	BP
	multicellular organismal process
	15/91
	0.72
	Bnp/Cend1/Chrm2/Chrm3/Chrm5/Hoxc8/Hoxc9/Il1b/Mstn/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Pax2/Sdc4
	15

	GO:0065007
	BP
	biological regulation
	43/91
	0.72
	Anapc15/Azin2/Bnp/C1qa/Chrm2/Chrm3/Ctsb/Diras1/Esr2/Gapdh/Gng10/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Il1b/Kcnd3/Kcnj5/Klhl6/L3mbtl2/Limd1/Mstn/Nkiras2/Nod1/Npy/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pnpla2/Prdx6/Rbm17/Sdc4/Sh3bgrl3/Sh3bp4/Socs3/Spsb4/Ssrp1/Tef/Ybx1
	43

	GO:0050794
	BP
	regulation of cellular process
	33/91
	0.72
	Anapc15/Diras1/Esr2/Gng10/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Il1b/Klhl6/L3mbtl2/Limd1/Mstn/Nkiras2/Nod1/Npy/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Pax2/Pnpla2/Prdx6/Rbm17/Sdc4/Sh3bgrl3/Sh3bp4/Socs3/Spsb4/Ssrp1/Tef/Ybx1
	33

	GO:0050789
	BP
	regulation of biological process
	39/91
	0.72
	Anapc15/Azin2/C1qa/Chrm2/Chrm3/Diras1/Esr2/Gng10/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Il1b/Kcnd3/Kcnj5/Klhl6/L3mbtl2/Limd1/Mstn/Nkiras2/Nod1/Npy/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Pax2/Pnpla2/Prdx6/Rbm17/Sdc4/Sh3bgrl3/Sh3bp4/Socs3/Spsb4/Ssrp1/Tef/Ybx1
	39

	GO:0031323
	BP
	regulation of cellular metabolic process
	14/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Pnpla2/Rbm17/Sdc4/Ssrp1/Tef/Ybx1
	14

	GO:0080090
	BP
	regulation of primary metabolic process
	14/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Pnpla2/Rbm17/Sdc4/Ssrp1/Tef/Ybx1
	14

	GO:0019219
	BP
	regulation of nucleobase-containing compound metabolic process
	12/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Rbm17/Ssrp1/Tef/Ybx1
	12

	GO:0051252
	BP
	regulation of RNA metabolic process
	12/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Rbm17/Ssrp1/Tef/Ybx1
	12

	GO:0051171
	BP
	regulation of nitrogen compound metabolic process
	13/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Rbm17/Sdc4/Ssrp1/Tef/Ybx1
	13

	GO:0006355
	BP
	regulation of transcription, DNA-templated
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:0009889
	BP
	regulation of biosynthetic process
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:0010556
	BP
	regulation of macromolecule biosynthetic process
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:0031326
	BP
	regulation of cellular biosynthetic process
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:1903506
	BP
	regulation of nucleic acid-templated transcription
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:2000112
	BP
	regulation of cellular macromolecule biosynthetic process
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:2001141
	BP
	regulation of RNA biosynthetic process
	11/91
	0.72
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Ssrp1/Tef/Ybx1
	11

	GO:0032502
	BP
	developmental process
	8/91
	0.72
	Apod/Cend1/Hoxc8/Hoxc9/Klhl6/Mstn/Pax2/Sdc4
	8

	GO:0065008
	BP
	regulation of biological quality
	8/91
	0.72
	Bnp/Chrm3/Gapdh/Il1b/Nxnl2/Ormdl3/Prdx6/Sh3bgrl3
	8

	GO:0044267
	BP
	cellular protein metabolic process
	13/91
	0.80
	Dhdds/Fut7/Gapdh/Lars2/Opn1msw/Opn1sw/Opn2sw/Pigf/Rpl17/Rpl36/Rpsa/Sdc4/Socs3
	13

	GO:0019538
	BP
	protein metabolic process
	14/91
	0.83
	C1qa/Dhdds/Fut7/Gapdh/Lars2/Opn1msw/Opn1sw/Opn2sw/Pigf/Rpl17/Rpl36/Rpsa/Sdc4/Socs3
	14

	GO:0044260
	BP
	cellular macromolecule metabolic process
	34/91
	1.00
	Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Opn1msw/Opn1sw/Opn2sw/Pax2/Pigf/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tef/Top1mt/Top3b/Ybx1
	34

	GO:0019222
	BP
	regulation of metabolic process
	14/91
	1.00
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Pnpla2/Rbm17/Sdc4/Ssrp1/Tef/Ybx1
	14

	GO:0043170
	BP
	macromolecule metabolic process
	36/91
	1.00
	C1qa/Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Opn1msw/Opn1sw/Opn2sw/Pax2/Pigf/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tef/Top1mt/Top3b/Wbp11/Ybx1
	36

	GO:0010468
	BP
	regulation of gene expression
	12/91
	1.00
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Rbm17/Ssrp1/Tef/Ybx1
	12

	GO:0060255
	BP
	regulation of macromolecule metabolic process
	13/91
	1.00
	Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Pax2/Rbm17/Sdc4/Ssrp1/Tef/Ybx1
	13

	GO:0044271
	BP
	cellular nitrogen compound biosynthetic process
	23/91
	1.00
	Azin2/Esr2/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	23

	GO:0009056
	BP
	catabolic process
	8/91
	1.00
	Atg101/Fen1/Gabarapl1/Gapdh/Gpd1/Pla2g6/Pnpla2/Tdo2
	8

	GO:0009059
	BP
	macromolecule biosynthetic process
	25/91
	1.00
	Dhdds/Esr2/Fen1/Fut7/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Pigf/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	25

	GO:0034645
	BP
	cellular macromolecule biosynthetic process
	25/91
	1.00
	Dhdds/Esr2/Fen1/Fut7/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Pigf/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	25

	GO:0010467
	BP
	gene expression
	23/91
	1.00
	Esr2/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Wbp11/Ybx1
	23

	GO:0044248
	BP
	cellular catabolic process
	6/91
	1.00
	Atg101/Fen1/Gabarapl1/Gapdh/Pnpla2/Tdo2
	6

	GO:0048519
	BP
	negative regulation of biological process
	6/91
	1.00
	Anapc15/Limd1/Mstn/Sdc4/Sh3bp4/Socs3
	6

	GO:1901575
	BP
	organic substance catabolic process
	6/91
	1.00
	Fen1/Gapdh/Gpd1/Pla2g6/Pnpla2/Tdo2
	6

	GO:0044249
	BP
	cellular biosynthetic process
	28/91
	1.00
	Azin2/Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nr2e3/Pax2/Pigf/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	28

	GO:1901576
	BP
	organic substance biosynthetic process
	28/91
	1.00
	Azin2/Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nr2e3/Pax2/Pigf/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	28

	GO:0051179
	BP
	localization
	17/91
	1.00
	Apod/Azin2/Chmp2A/Chrm3/Chrm5/Cplx3/Cplx4/Exoc3/Il-8/Kcnd3/Kcnj5/Mlph/Sdc4/Slc20a2/Slc25a36/Slco5a1/Vamp8
	17

	GO:0006950
	BP
	response to stress
	7/91
	1.00
	Camp/Fen1/Il-8/Il1b/Rbm17/Sdc4/Ssrp1
	7

	GO:0048518
	BP
	positive regulation of biological process
	7/91
	1.00
	Azin2/C1qa/Chrm3/Il1b/Klhl6/Pnpla2/Sdc4
	7

	GO:0006464
	BP
	cellular protein modification process
	9/91
	1.00
	Dhdds/Fut7/Gapdh/Opn1msw/Opn1sw/Opn2sw/Pigf/Sdc4/Socs3
	9

	GO:0036211
	BP
	protein modification process
	9/91
	1.00
	Dhdds/Fut7/Gapdh/Opn1msw/Opn1sw/Opn2sw/Pigf/Sdc4/Socs3
	9

	GO:0043412
	BP
	macromolecule modification
	9/91
	1.00
	Dhdds/Fut7/Gapdh/Opn1msw/Opn1sw/Opn2sw/Pigf/Sdc4/Socs3
	9

	GO:1901566
	BP
	organonitrogen compound biosynthetic process
	9/91
	1.00
	Azin2/Dhdds/Fut7/Gapdh/Lars2/Pigf/Rpl17/Rpl36/Rpsa
	9

	GO:0009058
	BP
	biosynthetic process
	28/91
	1.00
	Azin2/Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nr2e3/Pax2/Pigf/Polr3h/Ppard/Rpl17/Rpl36/Rpsa/Ssrp1/Tef/Ybx1
	28

	GO:0051716
	BP
	cellular response to stimulus
	16/91
	1.00
	Diras1/Esr2/Fen1/Gng10/Il-8/Klhl6/Nkiras2/Npy/Opn1msw/Opn1sw/Opn2sw/Rbm17/Sh3bp4/Socs3/Spsb4/Ssrp1
	16

	GO:0006351
	BP
	transcription, DNA-templated
	17/91
	1.00
	Esr2/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	17

	GO:0032774
	BP
	RNA biosynthetic process
	17/91
	1.00
	Esr2/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	17

	GO:0097659
	BP
	nucleic acid-templated transcription
	17/91
	1.00
	Esr2/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	17

	GO:0016070
	BP
	RNA metabolic process
	21/91
	1.00
	Esr2/Fen1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tef/Wbp11/Ybx1
	21

	GO:0090304
	BP
	nucleic acid metabolic process
	23/91
	1.00
	Esr2/Fen1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tef/Top1mt/Top3b/Wbp11/Ybx1
	23

	GO:0009987
	BP
	cellular process
	69/91
	1.00
	Acer1/Anapc15/Atg101/Azin2/Cend1/Dap3/Dhdds/Diras1/Dsn1/Emp1/Esr2/Exoc3/Fen1/Fut7/Gabarapl1/Gad1/Gapdh/Gng10/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Il-8/Il1b/Kcnd3/Klhl6/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Mstn/Naif1/Nkiras2/Nod1/Nox1/Npy/Nr2e3/Nt5c1a/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pnpla2/Polr3h/Ppard/Prdx6/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Sh3bgrl3/Sh3bp4/Socs3/Spsb4/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	69

	GO:0006810
	BP
	transport
	15/91
	1.00
	Apod/Azin2/Chmp2A/Chrm3/Chrm5/Cplx3/Cplx4/Exoc3/Kcnd3/Kcnj5/Mlph/Slc20a2/Slc25a36/Slco5a1/Vamp8
	15

	GO:0051234
	BP
	establishment of localization
	15/91
	1.00
	Apod/Azin2/Chmp2A/Chrm3/Chrm5/Cplx3/Cplx4/Exoc3/Kcnd3/Kcnj5/Mlph/Slc20a2/Slc25a36/Slco5a1/Vamp8
	15

	GO:0050896
	BP
	response to stimulus
	20/91
	1.00
	C1qa/Camp/Diras1/Esr2/Fen1/Gng10/Il-8/Il1b/Klhl6/Nkiras2/Npy/Opn1msw/Opn1sw/Opn2sw/Rbm17/Sdc4/Sh3bp4/Socs3/Spsb4/Ssrp1
	20

	GO:0023052
	BP
	signaling
	13/91
	1.00
	Diras1/Dlgap4/Esr2/Gng10/Klhl6/Nkiras2/Npy/Opn1msw/Opn1sw/Opn2sw/Sh3bp4/Socs3/Spsb4
	13

	GO:0018130
	BP
	heterocycle biosynthetic process
	18/91
	1.00
	Esr2/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	18

	GO:0019438
	BP
	aromatic compound biosynthetic process
	18/91
	1.00
	Esr2/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	18

	GO:0034654
	BP
	nucleobase-containing compound biosynthetic process
	18/91
	1.00
	Esr2/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	18

	GO:1901362
	BP
	organic cyclic compound biosynthetic process
	18/91
	1.00
	Esr2/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Limd1/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Ssrp1/Tef/Ybx1
	18

	GO:0071704
	BP
	organic substance metabolic process
	48/91
	1.00
	Acer1/Azin2/C1qa/Dhdds/Esr2/Fen1/Fut7/Gad1/Gale/Gapdh/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Idua/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pla2g6/Pnpla2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	48

	GO:0034641
	BP
	cellular nitrogen compound metabolic process
	32/91
	1.00
	Acer1/Azin2/Esr2/Fen1/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Ormdl3/Pax2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	32

	GO:0006807
	BP
	nitrogen compound metabolic process
	41/91
	1.00
	Acer1/Azin2/C1qa/Dhdds/Esr2/Fen1/Fut7/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	41

	GO:1901564
	BP
	organonitrogen compound metabolic process
	18/91
	1.00
	Acer1/Azin2/C1qa/Dhdds/Fut7/Gapdh/Lars2/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pigf/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Tdo2
	18

	GO:0044238
	BP
	primary metabolic process
	45/91
	1.00
	Acer1/C1qa/Dhdds/Esr2/Fen1/Fut7/Gale/Gapdh/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Idua/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pla2g6/Pnpla2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	45

	GO:0007154
	BP
	cell communication
	12/91
	1.00
	Diras1/Esr2/Gng10/Klhl6/Nkiras2/Npy/Opn1msw/Opn1sw/Opn2sw/Sh3bp4/Socs3/Spsb4
	12

	GO:0007165
	BP
	signal transduction
	12/91
	1.00
	Diras1/Esr2/Gng10/Klhl6/Nkiras2/Npy/Opn1msw/Opn1sw/Opn2sw/Sh3bp4/Socs3/Spsb4
	12

	GO:0044237
	BP
	cellular metabolic process
	47/91
	1.00
	Acer1/Atg101/Azin2/Dhdds/Esr2/Fen1/Fut7/Gabarapl1/Gad1/Gapdh/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nox1/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pnpla2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	47

	GO:0006996
	BP
	organelle organization
	6/91
	1.00
	Anapc15/Gapdh/Hp1bp3/Rpsa/Top1mt/Top3b
	6

	GO:0008152
	BP
	metabolic process
	51/91
	1.00
	Acer1/Atg101/Azin2/C1qa/Dhdds/Esr2/Fen1/Fut7/Gabarapl1/Gad1/Gale/Gapdh/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/Idua/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Nox1/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pla2g6/Pnpla2/Polr3h/Ppard/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Socs3/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	51

	GO:1901137
	BP
	carbohydrate derivative biosynthetic process
	4/91
	1.00
	Dhdds/Fut7/Gapdh/Pigf
	4

	GO:0016043
	BP
	cellular component organization
	7/91
	1.00
	Anapc15/Gapdh/Hp1bp3/Kcnd3/Rpsa/Top1mt/Top3b
	7

	GO:0071840
	BP
	cellular component organization or biogenesis
	7/91
	1.00
	Anapc15/Gapdh/Hp1bp3/Kcnd3/Rpsa/Top1mt/Top3b
	7

	GO:0006725
	BP
	cellular aromatic compound metabolic process
	26/91
	1.00
	Esr2/Fen1/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	26

	GO:0046483
	BP
	heterocycle metabolic process
	26/91
	1.00
	Esr2/Fen1/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	26

	GO:1901360
	BP
	organic cyclic compound metabolic process
	26/91
	1.00
	Esr2/Fen1/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Wbp11/Ybx1
	26

	GO:0055085
	BP
	transmembrane transport
	5/91
	1.00
	Azin2/Kcnd3/Kcnj5/Slc25a36/Slco5a1
	5

	GO:0006139
	BP
	nucleobase-containing compound metabolic process
	25/91
	1.00
	Esr2/Fen1/Gapdh/Gtf2e2/Hoxc10/Hoxc11/Hoxc9/Hp1bp3/L3mbtl2/Lars2/Limd1/Maff/Mafg/Nr2e3/Nt5c1a/Pax2/Polr3h/Ppard/Rbm17/Ssrp1/Tef/Top1mt/Top3b/Wbp11/Ybx1
	25

	GO:0022607
	BP
	cellular component assembly
	3/91
	1.00
	Hp1bp3/Kcnd3/Rpsa
	3

	GO:0035556
	BP
	intracellular signal transduction
	3/91
	1.00
	Sh3bp4/Socs3/Spsb4
	3

	GO:0044085
	BP
	cellular component biogenesis
	3/91
	1.00
	Hp1bp3/Kcnd3/Rpsa
	3

	GO:0065003
	BP
	protein-containing complex assembly
	3/91
	1.00
	Hp1bp3/Kcnd3/Rpsa
	3

	GO:0043933
	BP
	protein-containing complex subunit organization
	3/91
	1.00
	Hp1bp3/Kcnd3/Rpsa
	3

	GO:0044281
	BP
	small molecule metabolic process
	7/91
	1.00
	Gad1/Gale/Gapdh/Lars2/Mat1a/Nt5c1a/Tdo2
	7

	GO:0006793
	BP
	phosphorus metabolic process
	5/91
	1.00
	Gapdh/Gpd1/Nt5c1a/Pigf/Sdc4
	5

	GO:0006796
	BP
	phosphate-containing compound metabolic process
	5/91
	1.00
	Gapdh/Gpd1/Nt5c1a/Pigf/Sdc4
	5

	GO:0019637
	BP
	organophosphate metabolic process
	4/91
	1.00
	Gapdh/Gpd1/Nt5c1a/Pigf
	4

	GO:1901135
	BP
	carbohydrate derivative metabolic process
	5/91
	1.00
	Dhdds/Fut7/Gapdh/Gpd1/Pigf
	5

	GO:0017144
	BP
	drug metabolic process
	2/91
	1.00
	Gapdh/Mat1a
	2

	GO:0006753
	BP
	nucleoside phosphate metabolic process
	2/91
	1.00
	Gapdh/Nt5c1a
	2

	GO:0009117
	BP
	nucleotide metabolic process
	2/91
	1.00
	Gapdh/Nt5c1a
	2

	GO:0055086
	BP
	nucleobase-containing small molecule metabolic process
	2/91
	1.00
	Gapdh/Nt5c1a
	2

	GO:0006163
	BP
	purine nucleotide metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009141
	BP
	nucleoside triphosphate metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009144
	BP
	purine nucleoside triphosphate metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009150
	BP
	purine ribonucleotide metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009199
	BP
	ribonucleoside triphosphate metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009205
	BP
	purine ribonucleoside triphosphate metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0009259
	BP
	ribonucleotide metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0019693
	BP
	ribose phosphate metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0072521
	BP
	purine-containing compound metabolic process
	1/91
	1.00
	Gapdh
	1

	GO:0008150
	BP
	biological_process
	91/91
	1.00
	Acer1/Anapc15/Apod/Atg101/Azin2/Bnp/C1qa/Camp/Cend1/Chmp2A/Chrm2/Chrm3/Chrm5/Cplx3/Cplx4/Ctsb/Dap3/Dhdds/Diras1/Dlgap4/Dsn1/Emp1/Esr2/Exoc3/Fen1/Fut7/Gabarapl1/Gad1/Gale/Gapdh/Gng10/Gpd1/Gtf2e2/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Idua/Il-8/Il1b/Kcnd3/Kcnj5/Klhl6/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Mlph/Mstn/Naif1/Nkiras2/Nod1/Nox1/Npy/Nr2e3/Nt5c1a/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Ormdl3/Pax2/Pigf/Pla2g6/Pnpla2/Polr3h/Ppard/Prdx6/Rbm17/Rpl17/Rpl36/Rpsa/Sdc4/Sh3bgrl3/Sh3bp4/Slc20a2/Slc25a36/Slco5a1/Socs3/Spsb4/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Vamp8/Wbp11/Ybx1
	91

	GO:0030054
	CC
	cell junction
	8/134
	0.55
	Chrm2/Chrm3/Chrm5/Cldn3/Gria1/Gria2/Grik4/Grin2a
	8

	GO:0044456
	CC
	synapse part
	7/134
	0.55
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0045202
	CC
	synapse
	7/134
	0.55
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0045211
	CC
	postsynaptic membrane
	7/134
	0.55
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0097060
	CC
	synaptic membrane
	7/134
	0.55
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0098794
	CC
	postsynapse
	7/134
	0.55
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0098590
	CC
	plasma membrane region
	8/134
	0.75
	Chrm2/Chrm3/Chrm5/Cry1/Gria1/Gria2/Grik4/Grin2a
	8

	GO:0005576
	CC
	extracellular region
	13/134
	0.75
	Bmp10/Bmp4/Bnp/C1qa/C1qtnf3/Camp/Cck/Ghrl/Il-8/Il1b/Mgp/Mstn/Npy
	13

	GO:0044459
	CC
	plasma membrane part
	13/134
	0.75
	Chrm2/Chrm3/Chrm5/Cry1/Gng10/Gria1/Gria2/Grik4/Grin2a/Kcnd3/Kcnq2/Slc16a3/Slc16a8
	13

	GO:0016020
	CC
	membrane
	73/134
	0.75
	March2/Acer1/Aqp5/Asic1/Avpr1b/Bche/Cend1/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Clrn1/Cnr2/Cry1/Diras1/Emp1/Fut7/Ghr/Gng10/Gria1/Gria2/Grik4/Grin2a/Gsg1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Lpgat1/Lrrc3C/Mc1r/Mc2R/Mchr2/Nim1k/Nipal3/Nkiras2/Nnt/Nox1/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1/Ormdl3/Paqr7/Paqr8/Pigf/Plxnb2/Ptprr/Rdh5/Rpsa/Sdc4/Sdf2L1/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc25a36/Slc39a3/Slco5a1/Slitrk1/Tex2/Tmem141/Tmem184b/Tmem203/Tmem230/Tmem50A/Unc5b/Vamp8/Vegfd/Zdhhc3
	73

	GO:0016021
	CC
	integral component of membrane
	66/134
	0.75
	March2/Acer1/Aqp5/Asic1/Avpr1b/Bche/Cend1/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Clrn1/Cnr2/Emp1/Fut7/Ghr/Gria1/Gria2/Grik4/Grin2a/Gsg1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Lpgat1/Lrrc3C/Mc1r/Mc2R/Mchr2/Nim1k/Nipal3/Nnt/Nox1/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1/Ormdl3/Paqr7/Paqr8/Pigf/Plxnb2/Ptprr/Rdh5/Sdc4/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc25a36/Slc39a3/Slco5a1/Slitrk1/Tex2/Tmem141/Tmem184b/Tmem203/Tmem230/Tmem50A/Unc5b/Vamp8/Zdhhc3
	66

	GO:0031224
	CC
	intrinsic component of membrane
	66/134
	0.79
	March2/Acer1/Aqp5/Asic1/Avpr1b/Bche/Cend1/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Clrn1/Cnr2/Emp1/Fut7/Ghr/Gria1/Gria2/Grik4/Grin2a/Gsg1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Lpgat1/Lrrc3C/Mc1r/Mc2R/Mchr2/Nim1k/Nipal3/Nnt/Nox1/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1/Ormdl3/Paqr7/Paqr8/Pigf/Plxnb2/Ptprr/Rdh5/Sdc4/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc25a36/Slc39a3/Slco5a1/Slitrk1/Tex2/Tmem141/Tmem184b/Tmem203/Tmem230/Tmem50A/Unc5b/Vamp8/Zdhhc3
	66

	GO:0044425
	CC
	membrane part
	68/134
	0.87
	March2/Acer1/Aqp5/Asic1/Avpr1b/Bche/Cend1/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Clrn1/Cnr2/Cry1/Emp1/Fut7/Ghr/Gng10/Gria1/Gria2/Grik4/Grin2a/Gsg1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Lpgat1/Lrrc3C/Mc1r/Mc2R/Mchr2/Nim1k/Nipal3/Nnt/Nox1/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1/Ormdl3/Paqr7/Paqr8/Pigf/Plxnb2/Ptprr/Rdh5/Sdc4/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc25a36/Slc39a3/Slco5a1/Slitrk1/Tex2/Tmem141/Tmem184b/Tmem203/Tmem230/Tmem50A/Unc5b/Vamp8/Zdhhc3
	68

	GO:0005887
	CC
	integral component of plasma membrane
	7/134
	0.87
	Chrm2/Chrm3/Chrm5/Kcnd3/Kcnq2/Slc16a3/Slc16a8
	7

	GO:0031226
	CC
	intrinsic component of plasma membrane
	7/134
	0.87
	Chrm2/Chrm3/Chrm5/Kcnd3/Kcnq2/Slc16a3/Slc16a8
	7

	GO:0005634
	CC
	nucleus
	26/134
	1.00
	Anapc15/Esr2/Fancb/Fen1/Gapdh/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Kansl1/L3mbtl2/Maff/Mafg/Naif1/Nfrkb/Nr2e3/Pax2/Ppard/Rpsa/Sox10/Ssrp1/Tef/Ubtf
	26

	GO:0071944
	CC
	cell periphery
	20/134
	1.00
	Avpr1b/Chrm2/Chrm3/Chrm5/Cldn3/Cry1/Exoc3/Gng10/Gria1/Gria2/Grik4/Grin2a/Kcnd3/Kcnq2/Mc1r/Mc2R/Rpsa/Slc16a3/Slc16a8/Slco5a1
	20

	GO:0005886
	CC
	plasma membrane
	19/134
	1.00
	Avpr1b/Chrm2/Chrm3/Chrm5/Cldn3/Cry1/Gng10/Gria1/Gria2/Grik4/Grin2a/Kcnd3/Kcnq2/Mc1r/Mc2R/Rpsa/Slc16a3/Slc16a8/Slco5a1
	19

	GO:0032991
	CC
	protein-containing complex
	20/134
	1.00
	Anapc15/C1qa/C1qtnf3/Dap3/Dsn1/Exoc3/Fancb/Gng10/Gpd1/Gtf2e2/Hbad/Hp1bp3/Kansl1/Kcnd3/Kcnq2/Nfrkb/Rpl17/Rpl36/Rps10/Rpsa
	20

	GO:0044444
	CC
	cytoplasmic part
	15/134
	1.00
	Cry1/Dap3/Exoc3/Fen1/Fut7/Gapdh/Gpd1/Hbad/Il1b/Ormdl3/Pigf/Rpl17/Rpl36/Rps10/Rpsa
	15

	GO:0005737
	CC
	cytoplasm
	20/134
	1.00
	Arhgdib/Cry1/Dap3/Exoc3/Fen1/Fut7/Gapdh/Gpd1/Hbad/Il1b/Kcnab1/Me1/Nt5c1a/Ormdl3/Pabpc4/Pigf/Rpl17/Rpl36/Rps10/Rpsa
	20

	GO:0012505
	CC
	endomembrane system
	3/134
	1.00
	Fut7/Ormdl3/Pigf
	3

	GO:0043227
	CC
	membrane-bounded organelle
	31/134
	1.00
	Anapc15/Cry1/Dap3/Esr2/Fancb/Fen1/Fut7/Gapdh/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Kansl1/L3mbtl2/Maff/Mafg/Naif1/Nfrkb/Nr2e3/Ormdl3/Pax2/Pigf/Ppard/Rpsa/Sox10/Ssrp1/Tef/Ubtf
	31

	GO:0098796
	CC
	membrane protein complex
	3/134
	1.00
	Gng10/Kcnd3/Kcnq2
	3

	GO:0043231
	CC
	intracellular membrane-bounded organelle
	30/134
	1.00
	Anapc15/Dap3/Esr2/Fancb/Fen1/Fut7/Gapdh/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Kansl1/L3mbtl2/Maff/Mafg/Naif1/Nfrkb/Nr2e3/Ormdl3/Pax2/Pigf/Ppard/Rpsa/Sox10/Ssrp1/Tef/Ubtf
	30

	GO:0005694
	CC
	chromosome
	5/134
	1.00
	Dsn1/Hp1bp3/Nfrkb/Ssrp1/Top1mt
	5

	GO:0044427
	CC
	chromosomal part
	3/134
	1.00
	Dsn1/Hp1bp3/Nfrkb
	3

	GO:0000785
	CC
	chromatin
	2/134
	1.00
	Hp1bp3/Nfrkb
	2

	GO:0031090
	CC
	organelle membrane
	2/134
	1.00
	Cry1/Fut7
	2

	GO:0044429
	CC
	mitochondrial part
	1/134
	1.00
	Dap3
	1

	GO:0005739
	CC
	mitochondrion
	2/134
	1.00
	Dap3/Fen1
	2

	GO:0000786
	CC
	nucleosome
	1/134
	1.00
	Hp1bp3
	1

	GO:0032993
	CC
	protein-DNA complex
	1/134
	1.00
	Hp1bp3
	1

	GO:0044815
	CC
	DNA packaging complex
	1/134
	1.00
	Hp1bp3
	1

	GO:0005623
	CC
	cell
	73/134
	1.00
	Anapc15/Arf3/Arf6/Arhgdib/Arl4c/Avpr1b/Chrm2/Chrm3/Chrm5/Cldn3/Cry1/Dap3/Dsn1/Esr2/Exoc3/Fancb/Fen1/Fut7/Gapdh/Gng10/Gpd1/Gria1/Gria2/Grik4/Grin2a/Gtf2e2/Hbad/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il1b/Kansl1/Kcnab1/Kcnd3/Kcnq2/L3mbtl2/Maff/Mafg/Mc1r/Mc2R/Me1/Mlph/Naif1/Nfrkb/Nr2e3/Nt5c1a/Nxnl2/Opn1msw/Ormdl3/Pabpc4/Pax2/Pigf/Ppard/Prdx6/Rpl17/Rpl36/Rps10/Rpsa/Sh3bgrl3/Slc16a3/Slc16a8/Slco5a1/Socs3/Sox10/Spsb4/Ssrp1/Tef/Top1mt/Trim50/Ubtf
	73

	GO:0044424
	CC
	intracellular part
	46/134
	1.00
	Anapc15/Arhgdib/Cry1/Dap3/Dsn1/Esr2/Exoc3/Fancb/Fen1/Fut7/Gapdh/Gng10/Gpd1/Gtf2e2/Hbad/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il1b/Kansl1/Kcnab1/L3mbtl2/Maff/Mafg/Me1/Naif1/Nfrkb/Nr2e3/Nt5c1a/Ormdl3/Pabpc4/Pax2/Pigf/Ppard/Rpl17/Rpl36/Rps10/Rpsa/Sox10/Ssrp1/Tef/Top1mt/Ubtf
	46

	GO:0005622
	CC
	intracellular
	53/134
	1.00
	Anapc15/Arf3/Arf6/Arhgdib/Arl4c/Cry1/Dap3/Dsn1/Esr2/Exoc3/Fancb/Fen1/Fut7/Gapdh/Gng10/Gpd1/Gtf2e2/Hbad/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il1b/Kansl1/Kcnab1/L3mbtl2/Maff/Mafg/Me1/Mlph/Naif1/Nfrkb/Nr2e3/Nt5c1a/Ormdl3/Pabpc4/Pax2/Pigf/Ppard/Rpl17/Rpl36/Rps10/Rpsa/Socs3/Sox10/Spsb4/Ssrp1/Tef/Top1mt/Trim50/Ubtf
	53

	GO:0044464
	CC
	cell part
	69/134
	1.00
	Anapc15/Arf3/Arf6/Arhgdib/Arl4c/Avpr1b/Chrm2/Chrm3/Chrm5/Cldn3/Cry1/Dap3/Dsn1/Esr2/Exoc3/Fancb/Fen1/Fut7/Gapdh/Gng10/Gpd1/Gria1/Gria2/Grik4/Grin2a/Gtf2e2/Hbad/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il1b/Kansl1/Kcnab1/Kcnd3/Kcnq2/L3mbtl2/Maff/Mafg/Mc1r/Mc2R/Me1/Mlph/Naif1/Nfrkb/Nr2e3/Nt5c1a/Ormdl3/Pabpc4/Pax2/Pigf/Ppard/Rpl17/Rpl36/Rps10/Rpsa/Slc16a3/Slc16a8/Slco5a1/Socs3/Sox10/Spsb4/Ssrp1/Tef/Top1mt/Trim50/Ubtf
	69

	GO:0043226
	CC
	organelle
	36/134
	1.00
	Anapc15/Cry1/Dap3/Dsn1/Esr2/Fancb/Fen1/Fut7/Gapdh/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Kansl1/L3mbtl2/Maff/Mafg/Naif1/Nfrkb/Nr2e3/Ormdl3/Pax2/Pigf/Ppard/Rpl17/Rpl36/Rps10/Rpsa/Sox10/Ssrp1/Tef/Top1mt/Ubtf
	36

	GO:0043229
	CC
	intracellular organelle
	35/134
	1.00
	Anapc15/Dap3/Dsn1/Esr2/Fancb/Fen1/Fut7/Gapdh/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Kansl1/L3mbtl2/Maff/Mafg/Naif1/Nfrkb/Nr2e3/Ormdl3/Pax2/Pigf/Ppard/Rpl17/Rpl36/Rps10/Rpsa/Sox10/Ssrp1/Tef/Top1mt/Ubtf
	35

	GO:0043228
	CC
	non-membrane-bounded organelle
	12/134
	1.00
	Dap3/Dsn1/Fen1/Gapdh/Hp1bp3/Nfrkb/Rpl17/Rpl36/Rps10/Rpsa/Ssrp1/Top1mt
	12

	GO:0043232
	CC
	intracellular non-membrane-bounded organelle
	12/134
	1.00
	Dap3/Dsn1/Fen1/Gapdh/Hp1bp3/Nfrkb/Rpl17/Rpl36/Rps10/Rpsa/Ssrp1/Top1mt
	12

	GO:0044422
	CC
	organelle part
	15/134
	1.00
	Anapc15/Cry1/Dap3/Dsn1/Fancb/Fen1/Fut7/Gtf2e2/Hp1bp3/Kansl1/Nfrkb/Ormdl3/Pigf/Rpl17/Rpsa
	15

	GO:0044446
	CC
	intracellular organelle part
	14/134
	1.00
	Anapc15/Dap3/Dsn1/Fancb/Fen1/Fut7/Gtf2e2/Hp1bp3/Kansl1/Nfrkb/Ormdl3/Pigf/Rpl17/Rpsa
	14

	GO:0005856
	CC
	cytoskeleton
	1/134
	1.00
	Gapdh
	1

	GO:0005575
	CC
	cellular_component
	134/134
	1.00
	March2/Acer1/Anapc15/Aqp5/Arf3/Arf6/Arhgdib/Arl4c/Asic1/Avpr1b/Bche/Bmp10/Bmp4/Bnp/C1qa/C1qtnf3/Camp/Cck/Cend1/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Clrn1/Cnr2/Cry1/Dap3/Diras1/Dsn1/Emp1/Esr2/Exoc3/Fancb/Fen1/Fut7/Gapdh/Ghr/Ghrl/Gng10/Gpd1/Gria1/Gria2/Grik4/Grin2a/Gsg1/Gtf2e2/Hbad/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il-8/Il1b/Kansl1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/L3mbtl2/Lpgat1/Lrrc3C/Maff/Mafg/Mc1r/Mc2R/Mchr2/Me1/Mgp/Mlph/Mstn/Naif1/Nfrkb/Nim1k/Nipal3/Nkiras2/Nnt/Nox1/Npbwr1/Npy/Npy5r/Nr2e3/Nt5c1a/Nxnl2/Opn1msw/Opn1sw/Opn2sw/Oprk1/Ormdl3/Pabpc4/Paqr7/Paqr8/Pax2/Pigf/Plxnb2/Ppard/Prdx6/Ptprr/Rdh5/Rpl17/Rpl36/Rps10/Rpsa/Sdc4/Sdf2L1/Sh3bgrl3/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc25a36/Slc39a3/Slco5a1/Slitrk1/Socs3/Sox10/Spsb4/Ssrp1/Tef/Tex2/Tmem141/Tmem184b/Tmem203/Tmem230/Tmem50A/Top1mt/Trim50/Ubtf/Unc5b/Vamp8/Vegfd/Zdhhc3
	134

	GO:0016787
	MF
	hydrolase activity
	20/156
	0.35
	Acer1/Bche/Ctdspl/Ctsb/Ddx5/Diras1/Dnajc27/Eftud2/Fen1/Idua/Lars2/Neu2/Nkiras2/Nt5c1a/Pla2g6/Pnpla2/Ptp4a3/Ptprr/Rab25/Senp8
	20

	GO:0030545
	MF
	receptor regulator activity
	10/156
	0.35
	Bmp10/Bmp4/Bnp/Cck/Ghrl/Il-8/Il1b/Mstn/Npy/Vegfd
	10

	GO:0048018
	MF
	receptor ligand activity
	10/156
	0.35
	Bmp10/Bmp4/Bnp/Cck/Ghrl/Il-8/Il1b/Mstn/Npy/Vegfd
	10

	GO:0005102
	MF
	signaling receptor binding
	10/156
	0.50
	Bmp10/Bmp4/Bnp/Cck/Ghrl/Il-8/Il1b/Mstn/Npy/Vegfd
	10

	GO:0030594
	MF
	neurotransmitter receptor activity
	7/156
	0.50
	Chrm2/Chrm3/Chrm5/Gria1/Gria2/Grik4/Grin2a
	7

	GO:0004888
	MF
	transmembrane signaling receptor activity
	21/156
	0.50
	Avpr1b/Chrm2/Chrm3/Chrm5/Cnr2/Ghr/Gria1/Gria2/Grik4/Grin2a/Mc1r/Mc2R/Mchr2/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1/Plxnb2/Unc5b
	21

	GO:0038023
	MF
	signaling receptor activity
	24/156
	0.50
	Avpr1b/Chrm2/Chrm3/Chrm5/Cnr2/Esr2/Ghr/Gria1/Gria2/Grik4/Grin2a/Mc1r/Mc2R/Mchr2/Npbwr1/Npy5r/Nr2e3/Opn1msw/Opn1sw/Opn2sw/Oprk1/Plxnb2/Ppard/Unc5b
	24

	GO:0060089
	MF
	molecular transducer activity
	24/156
	0.50
	Avpr1b/Chrm2/Chrm3/Chrm5/Cnr2/Esr2/Ghr/Gria1/Gria2/Grik4/Grin2a/Mc1r/Mc2R/Mchr2/Npbwr1/Npy5r/Nr2e3/Opn1msw/Opn1sw/Opn2sw/Oprk1/Plxnb2/Ppard/Unc5b
	24

	GO:0005488
	MF
	binding
	86/156
	0.50
	March2/Apod/Arf3/Arf6/Arl4c/Bmp10/Bmp4/Bnp/Cck/Cdc34/Cdkl2/Cnot4/Cplx3/Cplx4/Dapk3/Ddx5/Diras1/Dnajc27/Edf1/Efhc1/Eftud2/Esr2/Fen1/Gad1/Gapdh/Ghrl/Golph3l/Gpd1/Gtf2e2/Hao1/Hbad/Hdx/Hnrnph3/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Il-8/Il1b/L3mbtl2/Lars2/Limd1/Maff/Mafg/Mat1a/Me1/Mgp/Mlph/Mstn/Myl9/Nim1k/Nkiras2/Npy/Nr2e3/Nt5c1a/Pabpc4/Pak6/Pax2/Pick1/Polr3h/Ppard/Rab25/Rbm17/Rpsa/S100a16/Sfn/Sh3bp4/Snrk/Snrpb2/Sox10/Ssrp1/Tcf20/Tdo2/Tef/Top1mt/Top3b/Trim50/Twist2/Ubtf/Vegfd/Ybx1/Zbtb21/Zbtb39/Zbtb7a/Znf512
	86

	GO:0097159
	MF
	organic cyclic compound binding
	57/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Cnot4/Dapk3/Ddx5/Diras1/Dnajc27/Edf1/Eftud2/Esr2/Fen1/Gad1/Gapdh/Gpd1/Gtf2e2/Hao1/Hbad/Hdx/Hnrnph3/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Lars2/Maff/Mafg/Mat1a/Me1/Nim1k/Nkiras2/Nr2e3/Nt5c1a/Pabpc4/Pak6/Pax2/Polr3h/Ppard/Rab25/Rbm17/Snrk/Snrpb2/Sox10/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Ubtf/Ybx1/Zbtb21/Zbtb39/Zbtb7a/Znf512
	57

	GO:1901363
	MF
	heterocyclic compound binding
	57/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Cnot4/Dapk3/Ddx5/Diras1/Dnajc27/Edf1/Eftud2/Esr2/Fen1/Gad1/Gapdh/Gpd1/Gtf2e2/Hao1/Hbad/Hdx/Hnrnph3/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Lars2/Maff/Mafg/Mat1a/Me1/Nim1k/Nkiras2/Nr2e3/Nt5c1a/Pabpc4/Pak6/Pax2/Polr3h/Ppard/Rab25/Rbm17/Snrk/Snrpb2/Sox10/Ssrp1/Tdo2/Tef/Top1mt/Top3b/Ubtf/Ybx1/Zbtb21/Zbtb39/Zbtb7a/Znf512
	57

	GO:0098772
	MF
	molecular function regulator
	12/156
	0.50
	Arhgdib/Azin2/Bmp10/Bmp4/Bnp/Cck/Ghrl/Il-8/Il1b/Mstn/Npy/Vegfd
	12

	GO:0015267
	MF
	channel activity
	11/156
	0.50
	Aqp5/Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	11

	GO:0022803
	MF
	passive transmembrane transporter activity
	11/156
	0.50
	Aqp5/Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	11

	GO:0016788
	MF
	hydrolase activity, acting on ester bonds
	8/156
	0.50
	Bche/Ctdspl/Fen1/Lars2/Nt5c1a/Pnpla2/Ptp4a3/Ptprr
	8

	GO:0022836
	MF
	gated channel activity
	10/156
	0.50
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	10

	GO:0022839
	MF
	ion gated channel activity
	10/156
	0.50
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	10

	GO:0000166
	MF
	nucleotide binding
	22/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Gapdh/Gpd1/Hao1/Lars2/Mat1a/Me1/Nim1k/Nkiras2/Nt5c1a/Pak6/Rab25/Snrk
	22

	GO:1901265
	MF
	nucleoside phosphate binding
	22/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Gapdh/Gpd1/Hao1/Lars2/Mat1a/Me1/Nim1k/Nkiras2/Nt5c1a/Pak6/Rab25/Snrk
	22

	GO:0003824
	MF
	catalytic activity
	56/156
	0.50
	March2/Acer1/Agk/Azin2/Bche/Cdkl2/Ctdspl/Ctsb/Dapk3/Ddx5/Dhdds/Diras1/Dnajc27/Eftud2/Fen1/Fut7/Gad1/Gale/Gapdh/Gpd1/Hao1/Idua/Lars2/Lpgat1/Mat1a/Me1/Mettl7A/Mpst/Neu2/Nim1k/Nkiras2/Nmrk2/Nnt/Nox1/Nt5c1a/Pak6/Pla2g6/Pnpla2/Polr3h/Pomgnt2/Ppcdc/Ppcs/Prdx6/Ptp4a3/Ptprr/Rab25/Rnf2/Senp8/Sh3bgrl3/Snrk/Sqor/Tdo2/Top1mt/Top3b/Trim50/Zdhhc3
	56

	GO:0004871
	MF
	NA
	25/156
	0.50
	Avpr1b/Chrm2/Chrm3/Chrm5/Cnr2/Esr2/Ghr/Gng10/Gria1/Gria2/Grik4/Grin2a/Mc1r/Mc2R/Mchr2/Npbwr1/Npy5r/Nr2e3/Opn1msw/Opn1sw/Opn2sw/Oprk1/Plxnb2/Ppard/Unc5b
	25

	GO:0036094
	MF
	small molecule binding
	23/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Gad1/Gapdh/Gpd1/Hao1/Lars2/Mat1a/Me1/Nim1k/Nkiras2/Nt5c1a/Pak6/Rab25/Snrk
	23

	GO:0004930
	MF
	G protein-coupled receptor activity
	14/156
	0.50
	Avpr1b/Chrm2/Chrm3/Chrm5/Cnr2/Mc1r/Mc2R/Mchr2/Npbwr1/Npy5r/Opn1msw/Opn1sw/Opn2sw/Oprk1
	14

	GO:0005216
	MF
	ion channel activity
	10/156
	0.50
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	10

	GO:0022838
	MF
	substrate-specific channel activity
	10/156
	0.50
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	10

	GO:0032553
	MF
	ribonucleotide binding
	18/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Hao1/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	18

	GO:0043565
	MF
	sequence-specific DNA binding
	9/156
	0.50
	Edf1/Esr2/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Nr2e3/Ppard/Tef
	9

	GO:0017076
	MF
	purine nucleotide binding
	17/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	17

	GO:0032555
	MF
	purine ribonucleotide binding
	17/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	17

	GO:0035639
	MF
	purine ribonucleoside triphosphate binding
	17/156
	0.50
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	17

	GO:0046873
	MF
	metal ion transmembrane transporter activity
	7/156
	0.50
	Asic1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc39a3
	7

	GO:0015276
	MF
	ligand-gated ion channel activity
	6/156
	0.50
	Asic1/Gria1/Gria2/Grik4/Grin2a/Kcnj5
	6

	GO:0022834
	MF
	ligand-gated channel activity
	6/156
	0.50
	Asic1/Gria1/Gria2/Grik4/Grin2a/Kcnj5
	6

	GO:0015318
	MF
	inorganic molecular entity transmembrane transporter activity
	15/156
	0.50
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc16a3/Slc16a8/Slc20a2/Slc39a3
	15

	GO:0097367
	MF
	carbohydrate derivative binding
	18/156
	0.54
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Hao1/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	18

	GO:0003676
	MF
	nucleic acid binding
	33/156
	0.54
	Cnot4/Ddx5/Edf1/Esr2/Fen1/Gtf2e2/Hdx/Hnrnph3/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Maff/Mafg/Nr2e3/Pabpc4/Pax2/Polr3h/Ppard/Rbm17/Snrpb2/Sox10/Ssrp1/Tef/Top1mt/Top3b/Ubtf/Ybx1/Zbtb21/Zbtb39/Zbtb7a/Znf512
	33

	GO:0003700
	MF
	DNA-binding transcription factor activity
	7/156
	0.60
	Esr2/Hoxc8/Maff/Mafg/Nr2e3/Ppard/Tef
	7

	GO:0005215
	MF
	transporter activity
	18/156
	0.60
	Aqp5/Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc39a3/Slco5a1
	18

	GO:0022857
	MF
	transmembrane transporter activity
	17/156
	0.61
	Aqp5/Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc39a3
	17

	GO:0003677
	MF
	DNA binding
	23/156
	0.66
	Edf1/Esr2/Fen1/Gtf2e2/Hdx/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Maff/Mafg/Nr2e3/Pax2/Polr3h/Ppard/Sox10/Ssrp1/Tef/Top1mt/Top3b/Ubtf/Ybx1
	23

	GO:0140110
	MF
	transcription regulator activity
	7/156
	0.71
	Esr2/Hoxc8/Maff/Mafg/Nr2e3/Ppard/Tef
	7

	GO:0015075
	MF
	ion transmembrane transporter activity
	14/156
	0.74
	Asic1/Clcn3/Gria1/Gria2/Grik4/Grin2a/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc16a3/Slc16a8/Slc39a3
	14

	GO:0005261
	MF
	cation channel activity
	5/156
	0.75
	Asic1/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	5

	GO:0043168
	MF
	anion binding
	20/156
	0.75
	Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Dapk3/Ddx5/Diras1/Dnajc27/Eftud2/Gad1/Golph3l/Hao1/Lars2/Mat1a/Nim1k/Nkiras2/Pak6/Rab25/Snrk
	20

	GO:0005515
	MF
	protein binding
	22/156
	0.78
	Bmp10/Bmp4/Bnp/Cck/Cplx3/Cplx4/Gapdh/Ghrl/Gpd1/Il-8/Il1b/L3mbtl2/Mafg/Mlph/Mstn/Npy/Pick1/Rpsa/Sfn/Sh3bp4/Twist2/Vegfd
	22

	GO:0048037
	MF
	cofactor binding
	7/156
	0.78
	Gad1/Gapdh/Gpd1/Hao1/Hbad/Me1/Tdo2
	7

	GO:0008270
	MF
	zinc ion binding
	6/156
	0.94
	March2/Esr2/L3mbtl2/Nr2e3/Ppard/Trim50
	6

	GO:0043167
	MF
	ion binding
	38/156
	0.94
	March2/Arf3/Arf6/Arl4c/Cdc34/Cdkl2/Cnot4/Dapk3/Ddx5/Diras1/Dnajc27/Efhc1/Eftud2/Esr2/Fen1/Gad1/Golph3l/Hao1/Hbad/L3mbtl2/Lars2/Limd1/Mat1a/Me1/Mgp/Myl9/Nim1k/Nkiras2/Nr2e3/Nt5c1a/Pak6/Ppard/Rab25/S100a16/Snrk/Tcf20/Tdo2/Trim50
	38

	GO:0140096
	MF
	catalytic activity, acting on a protein
	11/156
	0.94
	Cdkl2/Ctsb/Dapk3/Gapdh/Nim1k/Pak6/Ptp4a3/Ptprr/Senp8/Snrk/Zdhhc3
	11

	GO:0016772
	MF
	transferase activity, transferring phosphorus-containing groups
	8/156
	0.94
	Agk/Cdkl2/Dapk3/Nim1k/Nmrk2/Pak6/Polr3h/Snrk
	8

	GO:0016740
	MF
	transferase activity
	17/156
	0.94
	Agk/Cdkl2/Dapk3/Dhdds/Fut7/Gapdh/Lpgat1/Mat1a/Mettl7A/Mpst/Nim1k/Nmrk2/Pak6/Polr3h/Pomgnt2/Snrk/Zdhhc3
	17

	GO:0022890
	MF
	inorganic cation transmembrane transporter activity
	7/156
	0.94
	Asic1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc39a3
	7

	GO:0016773
	MF
	phosphotransferase activity, alcohol group as acceptor
	6/156
	0.94
	Agk/Cdkl2/Dapk3/Nim1k/Pak6/Snrk
	6

	GO:0005524
	MF
	ATP binding
	9/156
	0.94
	Cdc34/Cdkl2/Dapk3/Ddx5/Lars2/Mat1a/Nim1k/Pak6/Snrk
	9

	GO:0030554
	MF
	adenyl nucleotide binding
	9/156
	0.94
	Cdc34/Cdkl2/Dapk3/Ddx5/Lars2/Mat1a/Nim1k/Pak6/Snrk
	9

	GO:0032559
	MF
	adenyl ribonucleotide binding
	9/156
	0.94
	Cdc34/Cdkl2/Dapk3/Ddx5/Lars2/Mat1a/Nim1k/Pak6/Snrk
	9

	GO:0008144
	MF
	drug binding
	11/156
	0.94
	Cdc34/Cdkl2/Dapk3/Ddx5/Gad1/Hbad/Lars2/Mat1a/Nim1k/Pak6/Snrk
	11

	GO:0016301
	MF
	kinase activity
	7/156
	0.94
	Agk/Cdkl2/Dapk3/Nim1k/Nmrk2/Pak6/Snrk
	7

	GO:0008324
	MF
	cation transmembrane transporter activity
	7/156
	0.94
	Asic1/Kcnab1/Kcnd3/Kcnj5/Kcnq2/Nipal3/Slc39a3
	7

	GO:0046914
	MF
	transition metal ion binding
	7/156
	0.94
	March2/Esr2/Hbad/L3mbtl2/Nr2e3/Ppard/Trim50
	7

	GO:0046872
	MF
	metal ion binding
	19/156
	0.94
	March2/Cnot4/Efhc1/Esr2/Fen1/Hbad/L3mbtl2/Limd1/Mat1a/Me1/Mgp/Myl9/Nr2e3/Nt5c1a/Ppard/S100a16/Tcf20/Tdo2/Trim50
	19

	GO:0016491
	MF
	oxidoreductase activity
	10/156
	0.94
	Gapdh/Gpd1/Hao1/Me1/Nnt/Nox1/Prdx6/Sh3bgrl3/Sqor/Tdo2
	10

	GO:0004672
	MF
	protein kinase activity
	5/156
	0.94
	Cdkl2/Dapk3/Nim1k/Pak6/Snrk
	5

	GO:0015077
	MF
	monovalent inorganic cation transmembrane transporter activity
	5/156
	0.94
	Asic1/Kcnab1/Kcnd3/Kcnj5/Kcnq2
	5

	GO:0043169
	MF
	cation binding
	19/156
	0.94
	March2/Cnot4/Efhc1/Esr2/Fen1/Hbad/L3mbtl2/Limd1/Mat1a/Me1/Mgp/Myl9/Nr2e3/Nt5c1a/Ppard/S100a16/Tcf20/Tdo2/Trim50
	19

	GO:0008289
	MF
	lipid binding
	3/156
	0.94
	Apod/Esr2/Golph3l
	3

	GO:0046983
	MF
	protein dimerization activity
	3/156
	0.99
	Gpd1/Mafg/Twist2
	3

	GO:0046982
	MF
	protein heterodimerization activity
	1/156
	0.99
	Mafg
	1

	GO:0005198
	MF
	structural molecule activity
	4/156
	0.99
	Cldn3/Rpl17/Rpl36/Rpsa
	4

	GO:0003674
	MF
	molecular_function
	156/156
	0.99
	March2/Acer1/Agk/Apod/Aqp5/Arf3/Arf6/Arhgdib/Arl4c/Asic1/Avpr1b/Azin2/Bche/Bmp10/Bmp4/Bnp/Cck/Cdc34/Cdkl2/Chrm2/Chrm3/Chrm5/Clcn3/Cldn3/Cnot4/Cnr2/Cplx3/Cplx4/Ctdspl/Ctsb/Dapk3/Ddx5/Dhdds/Diras1/Dnajc27/Edf1/Efhc1/Eftud2/Esr2/Fen1/Fut7/Gad1/Gale/Gapdh/Ghr/Ghrl/Gng10/Golph3l/Gpd1/Gria1/Gria2/Grik4/Grin2a/Gtf2e2/Hao1/Hbad/Hdx/Hnrnph3/Hoxc10/Hoxc11/Hoxc8/Hoxc9/Hp1bp3/Idua/Il-8/Il1b/Kcnab1/Kcnd3/Kcnj5/Kcnq2/L3mbtl2/Lars2/Limd1/Lpgat1/Maff/Mafg/Mat1a/Mc1r/Mc2R/Mchr2/Me1/Mettl7A/Mgp/Mlph/Mpst/Mstn/Myl9/Neu2/Nim1k/Nipal3/Nkiras2/Nmrk2/Nnt/Nox1/Npbwr1/Npy/Npy5r/Nr2e3/Nt5c1a/Opn1msw/Opn1sw/Opn2sw/Oprk1/Pabpc4/Pak6/Pax2/Pick1/Pla2g6/Plxnb2/Pnpla2/Polr3h/Pomgnt2/Ppard/Ppcdc/Ppcs/Prdx6/Ptp4a3/Ptprr/Rab25/Rbm17/Rnf2/Rpl17/Rpl36/Rpsa/S100a16/Senp8/Sfn/Sh3bgrl3/Sh3bp4/Slc16a3/Slc16a8/Slc20a2/Slc22a7/Slc39a3/Slco5a1/Snrk/Snrpb2/Sox10/Sqor/Ssrp1/Tcf20/Tdo2/Tef/Top1mt/Top3b/Trim50/Twist2/Ubtf/Unc5b/Vegfd/Ybx1/Zbtb21/Zbtb39/Zbtb7a/Zdhhc3/Znf512
	156



