	Supplemental Table S2. Clean reads mapped results.

	Sample
	Total clean reads
	sRNA
	Mapped genome
	Aligned

	ovary1
	9867663
	100.00%
	9076178
	91.98%

	ovary2
	5610961
	100.00%
	5253123
	93.62%

	ovary3
	5146384
	100.00%
	4827892
	93.81%

	testis1
	6615850
	100.00%
	5998478
	90.67%

	testis2
	7913859
	100.00%
	7248535
	91.59%

	testis3
	7820777
	100.00%
	6482293
	82.89%
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