Supplementary Figure 1
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Supplementary Figure 1. (A) qRT-PCR was used to identify the effect of H19 overexpressing vector in HEC-1-A cells. (B) The mRNA level of H19 in HHUA cells treated with H19 siRNA was detected by qRT-PCR. (C) The mRNA level of miR-20b-5p was detected by qRT-PCR after transfection with miR-20b-5p mimics in HEC-1-A cells. (D) qRT-PCR was used to identify the effect of miR-20b-5p inhibitor in HHUA cells. *P<0.05, **P<0.01, ***P<0.001. OE means overexpression.
