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	OTU number
	OTU Size
	Taxonomy

	2
	19742
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Burkholderiaceae(100);Burkholderia(100);

	10
	9771
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);unclassified(100);unclassified(100);unclassified(100);

	20
	7961
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhodospirillales(100);Acetobacteraceae(100);unclassified(100);

	1
	7280
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Pseudomonadales(100);Pseudomonadaceae(100);Pseudomonas(100);

	6
	6529
	Bacteria(100);"Proteobacteria"(100);unclassified(100);unclassified(100);unclassified(100);unclassified(100);

	13
	5846
	Bacteria(100);"Acidobacteria"(100);Acidobacteria_Gp1(100);Acidobacteria_Gp1_order_incertae_sedis(100);
Acidobacteria_Gp1_family_incertae_sedis(100);Granulicella(100);

	3
	5144
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhizobiales(100);Bradyrhizobiaceae(100);unclassified(100);

	23
	5068
	Bacteria(100);unclassified(100);unclassified(100);unclassified(100);unclassified(100);unclassified(100);

	5
	5001
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);Luteibacter(100);

	8
	4992
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);unclassified(100);

	7
	4902
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhodospirillales(100);Rhodospirillaceae(100);unclassified(100);

	27
	4756
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Caulobacterales(100);Caulobacteraceae(100);Caulobacter(100);

	19
	4135
	Bacteria(100);"Acidobacteria"(100);Acidobacteria_Gp1(100);Acidobacteria_Gp1_order_incertae_sedis(100);
Acidobacteria_Gp1_family_incertae_sedis(100);unclassified(100);

	26
	3494
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhodospirillales(100);Acetobacteraceae(100);Acidisoma(100);

	12
	3234
	Bacteria(100);"Bacteroidetes"(100);"Sphingobacteria"(100);"Sphingobacteriales"(100);Sphingobacteriaceae(100);Mucilaginibacter(100);

	28
	2987
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhizobiales(100);unclassified(100);unclassified(100);

	4
	2652
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhodospirillales(100);Rhodospirillaceae(100);Telmatospirillum(100);

	29
	2228
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);unclassified(100);

	21
	2049
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhodospirillales(100);Acetobacteraceae(100);Acidocella(100);

	38
	1895
	Bacteria(100);"Bacteroidetes"(100);"Sphingobacteria"(100);"Sphingobacteriales"(100);Chitinophagaceae(100);unclassified(100);

	17
	1643
	Bacteria(100);"Bacteroidetes"(100);unclassified(100);unclassified(100);unclassified(100);unclassified(100);

	16
	1443
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Novosphingobium(100);

	83
	1425
	Bacteria(100);"Actinobacteria"(100);Actinobacteria(100);Solirubrobacterales(100);unclassified(100);unclassified(100);

	41
	1328
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);Dyella(100);

	33
	1307
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);unclassified(100);unclassified(100);

	47
	1213
	Bacteria(100);"Actinobacteria"(100);Actinobacteria(100);Actinomycetales(100);Mycobacteriaceae(100);Mycobacterium(100);

	11
	1151
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);unclassified(100);

	31
	1144
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);unclassified(100);unclassified(100);unclassified(100);

	14
	1124
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Comamonadaceae(100);unclassified(100);

	25
	1016
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Rhizobiales(100);Bradyrhizobiaceae(100);Bradyrhizobium(100);

	57
	851
	Bacteria(100);"Acidobacteria"(100);Acidobacteria_Gp1(100);Acidobacteria_Gp1_order_incertae_sedis(100);
Acidobacteria_Gp1_family_incertae_sedis(100);Gp1(100);

	18
	846
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Xanthomonadales(100);Xanthomonadaceae(100);Rhodanobacter(100);

	30
	816
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);Legionellales(100);Legionellaceae(100);Legionella(100);

	36
	805
	Bacteria(100);"Planctomycetes"(100);"Planctomycetacia"(100);Planctomycetales(100);Planctomycetaceae(100);unclassified(100);

	22
	799
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Burkholderiaceae(100);unclassified(100);

	56
	786
	Bacteria(100);"Actinobacteria"(100);Actinobacteria(100);Actinomycetales(100);Microbacteriaceae(100);unclassified(100);

	76
	778
	Bacteria(100);"Armatimonadetes"(100);Armatimonadia(100);Armatimonadales(100);Armatimonadaceae(100);
Armatimonas_Armatimonadetes_gp1(100);

	73
	721
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Caulobacterales(100);Caulobacteraceae(100);unclassified(100);

	37
	708
	Bacteria(100);"Proteobacteria"(100);Gammaproteobacteria(100);"Enterobacteriales"(100);Enterobacteriaceae(100);unclassified(100);

	49
	700
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Alphaproteobacteria_order_incertae_sedis(100);
Alphaproteobacteria_family_incertae_sedis(100);Rhizomicrobium(100);

	95
	570
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Duganella(100);

	15
	567
	Bacteria(100);"Acidobacteria"(100);Acidobacteria_Gp1(100);Acidobacteria_Gp1_order_incertae_sedis(100);
Acidobacteria_Gp1_family_incertae_sedis(100);Terriglobus(100);

	123
	475
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);Burkholderiales(100);Oxalobacteraceae(100);Janthinobacterium(100);

	50
	462
	Bacteria(100);"Actinobacteria"(100);Actinobacteria(100);Actinomycetales(100);unclassified(100);unclassified(100);

	77
	440
	Bacteria(100);TM7(100);TM7_class_incertae_sedis(100);TM7_order_incertae_sedis(100);TM7_family_incertae_sedis(100);
TM7_genera_incertae_sedis(100);

	66
	408
	Bacteria(100);"Proteobacteria"(100);Betaproteobacteria(100);unclassified(100);unclassified(100);unclassified(100);

	24
	394
	Bacteria(100);"Proteobacteria"(100);Alphaproteobacteria(100);Sphingomonadales(100);Sphingomonadaceae(100);Sphingomonas(100);

	120
	389
	Bacteria(100);"Planctomycetes"(100);"Planctomycetacia"(100);Planctomycetales(100);Planctomycetaceae(100);Singulisphaera(100);

	55
	370
	Bacteria(100);"Bacteroidetes"(100);"Sphingobacteria"(100);"Sphingobacteriales"(100);Chitinophagaceae(100);Chitinophaga(100);

	43
	368
	Bacteria(100);"Armatimonadetes"(100);Armatimonadetes_class_incertae_sedis(100);Armatimonadetes_order_incertae_sedis(100);
Armatimonadetes_family_incertae_sedis(100);Armatimonadetes_gp5(100);



