[bookmark: OLE_LINK17][bookmark: OLE_LINK18]Table S2. Primers used in this study.
	Primer
	Sequence (5'-3')a
	Size (bp)
	Target gene

	QpmtA1
	[bookmark: _GoBack]CGATGTTGTCCGCAATGTCAC
	118
	an internal region of pmtA

	QpmtA2
	AACCATCGCTTCTCCTTGTGC
	
	

	Q16S1
	TAGTCCACGCCGTAAACGATG
	159
	an internal region of 16S rRNA

	Q16S2
	TAAACCACATGCTCCACCGC
	
	

	U1
	ACGCGTCGACACTCGCTGTTCTCGGTTTC
	740
	The upstream region of pmtA

	U2
	ACCGCTCTCTATCAACCTCCCACTCGG
	
	

	D1
	GGTTGATAGAGAGCGGTCGTGATGATGT
	627
	The downstream region of pmtA

	D2
	CGGAATTCTGAACACGTCATCCAACATCT
	
	

	In1
	GTCTTTTCTTGGTCACCCG
	755
	an internal region of pmtA

	In2
	TCAAAAACAGCGACTTTCATT
	
	

	Out1
	AGAAATAGCGAACACAAGCAG
	2327/600
	a fragment containing pmtA

	Out2
	TAGAAATCCCGAGCTTGAAG
	
	

	C1
	AAAACTGCAGGACGAATATCAAAGCGGCTTTC
	2029
	pmtA and its promoter

	C2
	CGGGATCCCTATTTAAAATACAATAGTCTCAACCCATT
	
	


a The bold sequences are restriction sites.
