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	Traits
	Mean ±SE
	P-Value

	
	II
	ID
	DD
	

	SEW (g)
	1165.88±16.61
	1138.69±10.05
	1125.17±14.99
	0.182

	EW (g)
	975.66±14.46
	955.92±8.75
	943.63±13.04
	0.255

	CLW (g)
	61.07±1.06
	60.57±0.64
	60.29±0.95
	0.855

	DWW (g)
	126.88±1.99
	127.14±1.21
	126.17±1.79
	0.903

	LW (g)
	28.52±0.52
	28.07±0.32
	28.07±0.47
	0.741

	HeW (g)
	6.75±0.11
	6.59±0.07
	6.41±0.1
	0.073

	GW (g)
	29.79±0.49a
	29.06±0.29a
	27.55±0.44b
	0.002

	SW (g)
	2.89±0.11
	2.96±0.07
	2.85±0.1
	0.642

	PW (g)
	3.42±0.07
	3.44±0.04
	3.46±0.07
	0.917

	BMW (g)
	76.17±1.57
	73.44±0.94
	72.79±1.41
	0.230

	LeW (g)
	158.24±2.48
	155.09±1.49
	153.64±2.23
	0.370

	LMW (g)
	105.99±1.79
	103.68±1.07
	101.91±1.61
	0.236

	CW (g)
	1281.43±17.74
	1252.44±10.71
	1237.28±15.82
	0.172


Note: semievisceration weight (SEW), evisceration weight (EW), claw weight (CLW), double wings weight (CLW), liver weight (LW), heart weight (HeW), gizzard weight (GW), spleen weight (SW), pancreas weight (PW), breast muscle weight (BMW), leg weight (LeW), leg muscle weight (LMW), carcass weight (CW). Standard error (SE). Different lowercase letters of the means superscript show significant differences (P < 0.05), the same letters show no difference (P > 0.05).
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