
● ● ● ● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

DNAhAT

● ● ● ● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

DNATcMar

● ● ●
● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

LINECR1

● ● ● ● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

LINEL1

● ● ● ● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

LINEL2

● ● ● ● ● ●

0.00

0.25

0.50

0.75

1.00

control_15
one_15

ten_15
control_30

one_30
ten_30

be
ta

Low complexity
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Simple repeats
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