[bookmark: _GoBack]Table S2 The sequence of primers
	Name
	Forward
	Reverse

	QPCR-HIF1A
	GAACGTCGAAAAGAAAAGTCTCG
	CCTTATCAAGATGCGAACTCACA

	[bookmark: OLE_LINK26][bookmark: OLE_LINK27]QPCR-ADM
		 ATGAAGCTGGTTTCCGTCG
	GACATCCGCAGTTCCCTCTT

	[bookmark: OLE_LINK28][bookmark: OLE_LINK29]QPCR-β-actin
	CATGTACGTTGCTATCCAGGC
	CTCCTTAATGTCACGCACGAT

	QPCR -miR-199a-3P
	RT:GTCGTATCCAGTGCGTGTCGTGGAGTCGGCAATTGCACTGGATACGACTAACCA
F: GCCACAGTAGTCTGCACATT
	


R: CAGTGCGTGTCGTGGA

	[bookmark: OLE_LINK69][bookmark: OLE_LINK70]QPCR -U6
	CTCGCTTCGGCAGCACA
	AACGCTTCACGAATTTGCGT

	Si-HIF1A
	AGUAGUUUCUUUAUGUAUGTT
	CAUACAUAAAGAAACUACUTT

	Si-NC
	TTCTCCGAACGTGTCACGT
	ACGTGACACGTTCGGAGAA

	HIF1A overexpression
	AAAAAAGCTAGCATGGAGGGCGCCGGCGGCGCGA
	[bookmark: OLE_LINK146][bookmark: OLE_LINK147]AAAAAAGGATCCTTATCAGTTAACTTGATCCAAAGCTCTGA

	ADM overexpression
	AAAAAAGGATCCATGAAGCTGGTTTCCGTCGCCCT
	AAAAAAGAATTCCTAAAGAAAGTGGGGAGCACTTCCA

	[bookmark: OLE_LINK8][bookmark: OLE_LINK9]Wt-HIF1A 3’UTR
	AAACTCGAG TCATCTGATGTTTCTATAG
	AAAGCGGCCGC  ATAATGCTTCTAAAATTACT

	Mut- HIF1A 3’UTR
	TTGGTATAAAGATATTTCCACAGCTCGGTAAACAAGAAAAAAAAAATCAT
	ATGATTTTTTTTTTCTTGTTTACCGAGCTGTGGAAATATCTTTATACCAA

	Wt-ADM 3’UTR
	AAACTCGAG AGGACTTCCCGAGCGGTGT
	AAAGCGGCCGC  TGGTGGGGTGACACGCCGTGAGA

	Mut- ADM 3’UTR
	TGCAAGTGCCCCAGGGGGCGGGACTGACAAGAATCCGAGTGTTTGCCAGG
	CCTGGCAAACACTCGGATTCTTGTCAGTCCCGCCCCCTGGGGCACTTGCA
	

	[bookmark: OLE_LINK10][bookmark: OLE_LINK11][bookmark: OLE_LINK71]MiR-199a promoter construction
	AAAAAAGCTAGCGGCCGTGTGCCCTCGGGCA
	AAAAAACTCGAGGGGGCCGGCTATCCAT

	[bookmark: OLE_LINK12][bookmark: OLE_LINK13]MiR-199a promoter mut-site 1 construction
	GGCCGCCTTCCTGGTGCTGCCGGGCGCGCCGCGTGCGCGCGCGCGCACACA
	TGTGTGCGCGCGCGCGCACGCGGCGCGCCCGGCAGCACCAGGAAGGCGGCC

	[bookmark: OLE_LINK14][bookmark: OLE_LINK15]MiR-199a promoter mut-site 2 construction
	GCGCGCACACACACACACAGCGCGCTGTGTGCGCCCCTCCTCCCCA
	TGGGGAGGAGGGGCGCACACAGCGCGCTGTGTGTGTGTGTGCGCGC

	[bookmark: OLE_LINK72][bookmark: OLE_LINK73]QPCR MiR-199a promoter site 1
	GATTCCGCCGAGAAATCAGT
	GTGTGTGTGCGCGCGCGCGC

	QPCR MiR-199a promoter site 2
	GCGCGCGCGCGCACACACAC
	ATGTCTGACTCTTTGGGGGT


 
