Table S4. Natural mutations of the epitope 121RESGG125 in H7 strains.
	HA amino acid positiona

	Eurasian lineage
	
	North American lineage

	122
	125
	
	122

	 E(93.62)b
	T(0.06)
	
	E(1.56)

	G(1.23)
	
	
	R(31.11)

	K(4.97)
	
	
	G(65.60)

	N(0.06)
	
	
	K(1.56)

	A(0.06)
	
	
	


a H7 numbering. 

b A total of 2,722 HA sequences of H7 strains available in Influenza Research Database (as of September 2, 2018) were analyzed; numbers in parentheses represent the percentage of H7 strains bearing each residue in the HA.
