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	Gene Symbol
	Transcript ID
	Refseq
	p value
	Fold-change

	Prg4
	17227892
	NM_021400
	1.41E-03
	9.52

	Serpina1c
	17283634
	NM_009245
	3.36E-02
	9.49

	Atp2a1
	17496211
	NM_007504
	2.51E-02
	7.44

	Acta1
	17513995
	NM_009606
	3.98E-02
	6.86

	Tnnt3
	17485246
	NM_001163664
	1.97E-02
	6.39

	Ttn
	17386778
	NM_011652
	4.58E-02
	5.71

	Actn3
	17361362
	NM_013456
	1.77E-02
	5.69

	Myh4
	17251091
	NM_010855
	6.75E-03
	5.57

	Pygm
	17356874
	NM_011224
	2.14E-02
	5.03

	Myot
	17350267
	NM_001033621
	3.57E-02
	4.79

	Ckm
	17474621
	NM_007710
	1.23E-02
	4.78

	Neb
	17385099
	NM_010889
	3.67E-02
	4.72

	Snord99
	17419411
	NR_028537
	7.17E-03
	4.38

	Snord69
	17304510
	NR_028531
	7.83E-03
	4.24

	Xirp2
	17371296
	NM_001024618
	2.75E-02
	4.12

	Chrdl2
	17480620
	NM_133709
	8.02E-03
	3.59

	Des
	17214476
	ENSMUST00000027409
	2.23E-02
	3.28

	Fbxw18
	17531442
	NM_001033794
	3.50E-02
	3.12

	Ankrd23
	17222193
	NM_153502
	5.00E-03
	3.05

	Mir1957
	17417858
	NR_035483
	2.96E-02
	2.94

	C4b
	17343918
	NM_009780
	5.11E-04
	2.93

	Myoz1
	17303874
	NM_021508
	3.61E-02
	2.90

	Ryr1
	17488608
	NM_009109
	1.79E-02
	2.83

	Mb
	17318741
	NM_001164047
	3.99E-02
	2.83

	Psca
	17312186
	NM_028216
	1.49E-02
	2.70

	Mylk4
	17291674
	NM_001166030
	2.55E-02
	2.69

	Gm19551
	17547909
	AK085580
	3.32E-02
	2.59

	Nrap
	17365803
	NM_008733
	4.62E-02
	2.59

	Ckmt2
	17294816
	NM_198415
	1.29E-02
	2.59

	Zbtb8b
	17430381
	NM_153541
	2.24E-02
	2.58

	Mef2c
	17288917
	NM_001170537
	3.93E-02
	2.55

	Lpl
	17501633
	ENSMUST00000015712
	1.73E-02
	2.55

	Abcg1
	17335770
	NM_009593
	3.00E-03
	2.55

	Chrdl1
	17545087
	NM_001114385
	3.55E-02
	2.47

	Tmem38a
	17502462
	NM_144534
	1.73E-03
	2.45

	Myom1
	17339395
	NM_010867
	2.15E-03
	2.41

	Cdh18
	17310565
	NM_001081299
	3.15E-02
	2.40

	BC051142
	17336536
	NM_001001177
	3.58E-02
	2.34

	Wdr17
	17509388
	NM_028220
	3.64E-03
	2.33

	Srl
	17327737
	NM_175347
	1.68E-02
	2.32

	Olfml2b
	17219185
	NM_177068
	2.22E-02
	2.27

	Mylk2
	17377816
	NM_001081044
	1.70E-02
	2.26

	LOC100505027
	17547911
	XR_106926
	2.06E-02
	2.26

	Tnnc2
	17394267
	NM_009394
	4.09E-02
	2.21

	Fndc1
	17340673
	NM_001081416
	1.57E-03
	2.19

	Pcp4l1
	17229639
	NM_025557
	7.82E-04
	2.16

	Pgam2
	17260192
	NM_018870
	1.19E-02
	2.16

	Pamr1
	17373680
	NM_173749
	1.63E-02
	2.15

	Smyd2
	17230945
	NM_026796
	1.17E-02
	2.13

	Adssl1
	17279349
	NM_007421
	2.67E-02
	2.13

	Hfe2
	17400592
	NM_027126
	2.03E-02
	2.12

	Fam129a
	17218186
	ENSMUST00000148810
	9.30E-03
	2.09

	Mal2
	17311512
	NM_178920
	1.67E-02
	2.09

	Mir344e
	17491716
	NR_037284
	1.45E-02
	2.08

	Unkl
	17348274
	BC150842
	1.71E-02
	2.07

	Kbtbd10
	17371451
	NM_001081087
	3.17E-02
	2.04

	Ppp1r1b
	17255949
	ENSMUST00000078694
	2.18E-02
	2.04

	Chit1
	17217383
	ENSMUST00000159963
	4.35E-02
	2.02

	Snord35a
	17490622
	NR_000003
	3.81E-02
	2.02

	Mir2137
	17535471
	NR_035517
	3.34E-02
	-2.05

	Meg3
	17278662
	NR_027651
	8.14E-03
	-2.12

	Speer4d
	17434875
	NM_025759
	9.95E-03
	-2.13

	LOC100862598
	17288061
	XM_003689275
	2.79E-02
	-2.13

	0610007N19Rik
	17316345
	NR_038186
	3.73E-02
	-2.18

	Snord17
	17392401
	NR_030762
	4.94E-02
	-2.21

	Snora75
	17225169
	NR_028478
	1.27E-02
	-2.32

	Rian
	17278715
	NR_028261
	1.83E-04
	-2.41

	Mir466b-2
	17366742
	NR_030564
	9.77E-03
	-2.41

	Mir466b-2
	17366796
	NR_030564
	9.77E-03
	-2.41

	Mir466b-2
	17366808
	NR_030564
	9.77E-03
	-2.41

	Mir466b-2
	17366832
	NR_030564
	9.77E-03
	-2.41

	Mir466b-2
	17366844
	NR_030564
	9.77E-03
	-2.41

	Mir466b-2
	17366868
	NR_030564
	9.77E-03
	-2.41

	Snora69
	17541008
	NR_002900
	1.04E-02
	-2.43

	Olfml1
	17481550
	NM_172907
	1.40E-02
	-2.55

	Hist1h2bn
	17285746
	ENSMUST00000110452
	1.28E-02
	-2.90

	Capn6
	17545106
	NM_007603
	1.78E-02
	-2.98

	C1qtnf3
	17310339
	NM_001204134
	3.11E-02
	-3.13

	Snora44
	17419407
	NR_034050
	1.06E-02
	-3.13

	Shh
	17446580
	NM_009170
	4.33E-03
	-3.23

	Mir669h
	17366944
	NR_035418
	3.64E-02
	-5.03

	Rnu3b1
	17254743
	NR_004415
	2.26E-04
	-5.56

	Rnu3b1
	17254745
	NR_004415
	2.26E-04
	-5.56

	Rnu3b1
	17254747
	NR_004415
	2.26E-04
	-5.56

	Rnu3b1
	17254749
	NR_004415
	2.26E-04
	-5.56

	Rnu3a
	17232731
	NR_002842
	5.47E-04
	-11.60



