
	[bookmark: _GoBack]Supplementary Table 3. Genes significantly altered in 2.5-month-old compared to 6-month-old NP tissue (Based on a threshold of fold-change ≥2 and p<0.05)

	Gene Symbol
	Transcript ID
	Refseq
	p value
	Fold-change

	Snord99
	17419411
	NR_028537
	2.17E-03
	7.05

	Snord69
	17304510
	NR_028531
	3.90E-03
	5.52

	Snora2b
	17321246
	NR_034052
	1.81E-03
	5.35

	Mir24-1
	17288112
	NR_029575
	3.08E-03
	5.01

	Gm572
	17421719
	NM_001085505
	2.46E-03
	4.81

	Rpl29
	17521204
	NM_009082
	6.53E-05
	3.69

	Snord52
	17344120
	NR_028527
	2.00E-02
	3.67

	Gm7429
	17316390
	ENSMUST00000135417
	4.61E-03
	3.42

	Mir140
	17505309
	NR_029553
	5.03E-03
	2.94

	Ssty2
	17547456
	NM_023546
	4.37E-02
	2.83

	Nnat
	17393764
	NM_010923
	1.10E-02
	2.77

	Snord49b
	17250740
	NR_028526
	1.93E-02
	2.76

	Trim30d
	17494408
	NM_199146
	4.77E-02
	2.74

	LOC100039574
	17547291
	NM_001160135
	2.87E-02
	2.65

	Snord53
	17339499
	NR_028551
	4.12E-02
	2.64

	Gm3258
	17240098
	NM_011509
	5.40E-03
	2.61

	Snora28
	17279167
	NR_033168
	6.46E-03
	2.59

	Tspan14
	17305211
	NM_145928
	3.80E-02
	2.57

	LOC100039574
	17547231
	NM_001160135
	3.03E-02
	2.52

	LOC100039753
	17546989
	NM_001017394
	3.97E-02
	2.50

	Nop56
	17376272
	ENSMUST00000160976
	4.48E-03
	2.46

	Mir466n
	17366926
	NR_037269
	1.66E-02
	2.44

	Slc15a2
	17330218
	NM_021301
	3.68E-02
	2.43

	Gm3893
	17413075
	BC059060
	4.74E-02
	2.43

	1700030N03Rik
	17360916
	NR_045304
	9.64E-03
	2.42

	Gm3893
	17412962
	BC059060
	4.85E-02
	2.41

	Ssty2
	17546498
	BC117086
	3.49E-02
	2.34

	Snord35a
	17490622
	NR_000003
	2.02E-02
	2.32

	Gprc5a
	17463747
	NM_181444
	1.31E-02
	2.31

	Sly
	17546707
	NM_201530
	3.24E-02
	2.30

	Sly
	17547146
	NM_201530
	3.24E-02
	2.30

	Mir344e
	17491716
	NR_037284
	8.69E-03
	2.30

	Ssty1
	17547012
	NM_009220
	4.55E-02
	2.25

	Snora69
	17541008
	NR_002900
	1.49E-02
	2.25

	Mir378
	17351109
	NR_029879
	1.13E-02
	2.21

	Fstl4
	17249461
	ENSMUST00000036796
	4.09E-02
	2.21

	Fam129a
	17218186
	ENSMUST00000148810
	6.88E-03
	2.21

	LOC100504847
	17533815
	XR_142373
	1.75E-02
	2.19

	Snora75
	17225169
	NR_028478
	1.69E-02
	2.18

	Cd68
	17264835
	NM_009853
	4.60E-02
	2.18

	LOC100039574
	17547413
	NM_001160135
	4.89E-02
	2.18

	Olfr495
	17481616
	NM_146364
	4.24E-02
	2.16

	Mir362
	17539822
	NR_029851
	4.47E-02
	2.16

	Snord57
	17376276
	NR_028528
	7.12E-03
	2.15

	Rpl3
	17319389
	NM_013762
	5.49E-03
	2.14

	Fam20a
	17271281
	NM_153782
	2.87E-02
	2.13

	Snora20
	17333344
	NR_028479
	1.62E-02
	2.11

	Snora62
	17523190
	NR_002902
	3.21E-02
	2.11

	Ppfia4
	17227105
	NM_001144855
	7.97E-03
	2.10

	Mir669g
	17366756
	NR_035411
	4.35E-02
	2.10

	Lbp
	17378827
	NM_008489
	3.06E-02
	2.08

	Mnda
	17230078
	NM_001033450
	4.35E-02
	2.07

	Snora41
	17213593
	NR_028558
	2.58E-02
	2.07

	Mir344-2
	17491739
	NR_030557
	2.78E-02
	2.06

	Iqub
	17465186
	NM_172535
	3.56E-02
	2.06

	Epha3
	17331380
	ENSMUST00000064405
	4.96E-02
	2.06

	Mir196a-1
	17255556
	NR_029721
	1.11E-02
	2.03

	LOC100039753
	17546984
	NM_001017394
	4.92E-02
	2.02

	Nup35
	17495368
	NM_027091
	3.68E-02
	2.02

	Grn
	17256959
	NM_008175
	2.04E-04
	2.02

	Rps6kb2
	17361120
	ENSMUST00000025749
	5.52E-03
	2.01

	Aldh3b1
	17361041
	ENSMUST00000051803
	6.30E-04
	2.00

	Itm2a
	17544078
	ENSMUST00000033591
	2.61E-02
	-2.00

	Cetn3
	17288908
	NM_007684
	9.30E-03
	-2.01

	Qk
	17333186
	U44941
	2.73E-03
	-2.01

	Rian
	17278715
	NR_028261
	5.36E-04
	-2.01

	Ndufa11
	17547939
	NM_027244
	2.36E-04
	-2.01

	Ywhaq
	17280247
	ENSMUST00000049531
	1.70E-02
	-2.01

	Cisd1
	17241789
	ENSMUST00000045887
	4.40E-04
	-2.02

	Gm5433
	17280254
	AK031311
	4.21E-02
	-2.02

	Rpl23a
	17266362
	NM_207523
	7.21E-03
	-2.02

	Tnfsf10
	17396383
	ENSMUST00000046383
	3.52E-02
	-2.03

	Sh3gl2
	17548346
	BC018385
	3.10E-02
	-2.05

	Krt7
	17315200
	NM_033073
	4.58E-03
	-2.06

	Ptges3
	17548334
	NM_019766
	9.40E-03
	-2.06

	Has2
	17311633
	NM_008216
	1.35E-02
	-2.07

	Cox6b1
	17489223
	NM_025628
	1.55E-02
	-2.07

	Rasgrf1
	17520198
	NM_011245
	4.20E-02
	-2.08

	Selm
	17246613
	NM_053267
	2.83E-02
	-2.08

	Bhlhe41
	17472760
	ENSMUST00000032386
	2.70E-02
	-2.10

	Casp6
	17402595
	NM_009811
	2.30E-02
	-2.10

	Rpl23a
	17298791
	NM_207523
	5.31E-03
	-2.11

	Gm5784
	17274369
	AK149188
	4.39E-03
	-2.12

	2810468N07Rik
	17334694
	NR_045176
	1.90E-02
	-2.12

	Gm12739
	17548352
	XR_142086
	2.99E-03
	-2.12

	Gtpbp4
	17290398
	NM_027000
	1.02E-02
	-2.16

	Ephx2
	17307837
	NM_007940
	3.44E-02
	-2.18

	Rpl23a
	17243456
	NM_207523
	1.96E-03
	-2.19

	Rpl23a
	17243458
	NM_207523
	1.96E-03
	-2.19

	Rpsa
	17411141
	NM_011029
	1.49E-02
	-2.19

	2900010M23Rik
	17342689
	NM_026063
	1.70E-02
	-2.20

	Lgals1
	17312829
	NM_008495
	7.75E-03
	-2.20

	Lysmd2
	17519533
	NM_027309
	2.17E-02
	-2.21

	Rnu12
	17313641
	NR_004432
	8.44E-03
	-2.21

	Glt25d2
	17218233
	ENSMUST00000044311
	1.10E-02
	-2.22

	Masp1
	17329403
	ENSMUST00000023605
	4.29E-02
	-2.22

	Gm5428
	17237217
	XM_483949
	8.58E-03
	-2.23

	Fjx1
	17388725
	NM_010218
	1.65E-02
	-2.25

	Rps24
	17547779
	NM_207635
	2.28E-02
	-2.25

	Aasdhppt
	17523695
	NM_026276
	2.11E-02
	-2.25

	Casc4
	17375327
	NM_001205369
	3.07E-02
	-2.26

	Olfml1
	17481550
	NM_172907
	2.16E-02
	-2.30

	Aplnr
	17372725
	NM_011784
	1.81E-02
	-2.32

	Sirt6
	17243448
	ENSMUST00000126477
	1.00E-02
	-2.32

	Zfp781
	17243465
	BC062127
	1.00E-02
	-2.32

	Gm5453
	17289426
	ENSMUST00000080866
	1.28E-02
	-2.33

	Gm16519
	17339390
	ENSMUST00000092011
	4.40E-02
	-2.33

	1700025G04Rik
	17228057
	NM_197990
	3.17E-03
	-2.33

	Pdgfc
	17398416
	NM_019971
	1.98E-02
	-2.34

	Rps12
	17544333
	NM_011295
	9.42E-03
	-2.36

	Rps12
	17544335
	NM_011295
	9.42E-03
	-2.36

	Rps12
	17544337
	NM_011295
	9.42E-03
	-2.36

	Rps12
	17544339
	NM_011295
	9.42E-03
	-2.36

	Rps12
	17544341
	NM_011295
	9.42E-03
	-2.36

	Rps12
	17544343
	NM_011295
	9.42E-03
	-2.36

	Me1
	17529398
	NM_008615
	3.53E-02
	-2.37

	Smarca5-ps
	17421332
	NR_002888
	1.28E-02
	-2.37

	Eef1a1
	17370522
	NM_010106
	2.72E-02
	-2.38

	Mt2
	17503937
	NM_008630
	2.30E-02
	-2.38

	2610016A17Rik
	17363670
	NR_045347
	2.54E-02
	-2.41

	Fam162a
	17330135
	NM_027342
	2.18E-02
	-2.41

	Rpl7
	17547573
	ENSMUST00000058437
	2.99E-02
	-2.42

	Nutf2
	17504958
	NM_026532
	1.06E-02
	-2.43

	4930447C04Rik
	17281853
	ENSMUST00000044000
	8.40E-04
	-2.44

	4833423E24Rik
	17387593
	ENSMUST00000099923
	9.24E-03
	-2.47

	4933439F18Rik
	17250365
	NM_025757
	6.42E-03
	-2.51

	Bmp7
	17395041
	ENSMUST00000009143
	4.23E-02
	-2.51

	Gstz1
	17277592
	NM_001252555
	5.27E-03
	-2.51

	Scarna2
	17409376
	NR_028538
	1.86E-02
	-2.55

	B3gnt9-ps
	17512337
	ENSMUST00000136822
	1.71E-02
	-2.56

	Mt1
	17503942
	NM_013602
	2.79E-02
	-2.56

	Bmp5
	17519538
	ENSMUST00000012281
	4.66E-02
	-2.59

	Krt18
	17315245
	NM_010664
	4.36E-02
	-2.63

	5730507C01Rik
	17274346
	NM_001201330
	1.39E-02
	-2.67

	Capn6
	17545106
	NM_007603
	2.62E-02
	-2.67

	Chtf18
	17334716
	ENSMUST00000048054
	3.34E-03
	-2.67

	Gm10335
	17231759
	ENSMUST00000096020
	2.36E-02
	-2.69

	Reln
	17445922
	NM_011261
	1.70E-02
	-2.76

	Gm10132
	17308783
	ENSMUST00000099431
	4.86E-02
	-2.81

	Mkx
	17352517
	NM_177595
	3.19E-02
	-2.82

	Gabrb2
	17248539
	NM_008070
	4.53E-02
	-2.83

	Cycs
	17358271
	ENSMUST00000073080
	3.25E-03
	-2.95

	Maob
	17540378
	NM_172778
	7.69E-03
	-2.97

	Hist1h1e
	17291195
	NM_015787
	1.01E-02
	-3.07

	Vmn1r233
	17341356
	BC115528
	1.36E-02
	-3.08

	Grem1
	17389467
	ENSMUST00000099575
	4.57E-02
	-3.09

	C1qtnf3
	17310339
	NM_001204134
	3.23E-02
	-3.09

	Rps3a
	17289787
	BC084675
	6.52E-03
	-3.18

	Gm10330
	17274394
	XR_108249
	7.26E-03
	-3.28

	Gm19960
	17274412
	XR_105453
	3.55E-02
	-3.33

	Sfrp5
	17364820
	NM_018780
	4.32E-02
	-3.40

	Shh
	17446580
	NM_009170
	3.21E-03
	-3.51

	Mir703
	17449958
	NR_030484
	2.57E-02
	-4.01



