Supplemental Figure

Figure 1 The mRNA expressions of gene in Cholesterol biosynthesis homeostasis. 
(A-E) Quantitative RT-PCR analysis of the mRNA levels for genes involved in cholesterol homeostasis of 30 paired samples of human GBC tissues and adjacent normal tissues. Statistical analysis was performed with a two-tailed ratio t test; Each dot represents the mean of relative mRNA levels. n.s mean no significance.

Figure 2 GSEA revealed lovastatin inhibits cell proliferation-associated pathways.
Signaling pathways of E2F target (A) MYC target (B) PI3K_AKT/mTOR signaling (C) and apoptosis (D) were statistically enriched upon lovastatin treatment. NOZ cells were treated with DMSO or 10μM lovastatin (LVST) for 24h. The cells were then harvested and subjected to RNA-sequencing analysis. Gene set enrichment analysis (GSEA) was performed on the Broad Institute Platform and statistical significance (false discovery rate, FDR) was set at 0.25. Characteristic gene sets from DMSO and LVST stimulation were analyzed according to the genes presenting the strongest enrichment scores for each gene set.
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