SUPPLEMENTARY TABLE 1. Identifications, 18S genotypes, GenBank accession numbers and localities of the specimens examined in the present study.

SUPPLEMENTARY TABLE 2. Percent similarity between partial sequences of 5ʹ-end of 18S rDNA in species of Siphoptychium and Thecotubifera.

SUPPLEMENTARY FIG. 1. Phylogeny of Reticulariaceae constructed from only 319 conservative positions of partial 18S rDNA sequences selected with GBlocks (see explanations in text). Bayesian posterior probabilities / bootstrap replicates are shown for each branch. For each specimen the NCBI GenBank accession number is provided. For the species of Reticulariaceae numbers of genotypes correspond to those provided in Leontyev et al., 2015. Sequences obtained within this study are marked in bold. For the latter, the number of specimens, which have identical genotypes, is given in parentheses. Symbols for regions are:  Europe,  North America,  East Asia,  Southeast Asia,  Central America. Red letters A–D indicate groups of specimens, circumscribed on the basis of morphological characters, referred in the text. Type specimens are marked by “T”.

SUPPLEMENTARY FIG. 2. Phylogeny of Reticulariaceae constructed from positions of partial EEF1A sequences. Bayesian posterior probabilities / bootstrap replicates are shown for each branch. For each specimen the NCBI GenBank accession number is provided. Sequences obtained within this study are marked in bold. For the latter, the number of specimens, which have identical genotypes, is given in parentheses. Symbols for regions are:  Europe, C–D – groups of specimens, circumscribed on the basis of morphological characters, referred in the text.
