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Description of the reference method (QqQ based workflow)
UHPLC conditions
UHPLC separations were performed with an Acquity UPLC system (Waters, Manchester, UK) including a binary solvent manager, a sample manager and a column manager. Chromatographic separation was performed on an Acquity UHPLC HSS T3 column (2.1x100 mm, 1.8 µm) with an Acquity UHPLC HSS T3 (2.1 x 5 mm, 1.8 µm) VanGuard precolumn thermostated at 40°C. Mobile phase A was H2O + 0.1 % FA, and B was MeOH + 0.1 % FA. Flow rate was set at 400 µL/min. The gradient composition was set at 0 % B for 0.75 min and linearly increased at 40 % B in 2.25 min. It was then further increased up to 80 % B in 8.25 min and kept at 80% B for 4.5 minutes. It was then decreased at starting composition in 0.25 min and equilibrated 2.75 min before another injection. Total analysis time was 19 min per sample. Samples were kept at 10°C in the autosampler. Injection volume was set at 5.0 µL using partial loop with needle overfill mode. 
Mass spectrometric conditions
MS data acquisition was performed on a XeVo TQ MS (Waters) equipped with a Zspray ion source operated in electrospray mode in positive mode. MS acquisition method was set up using a single SRM transition per compound. MRM transitions were grouped in 11 time segments varying from 25 to 29 MRM per group. A time segment was dedicated to the acquisition of a reference compound (i.e., flubendazole) that was used to compute relative retention time that was used to correct post-run retention time variation along the chromatographic run. MRM were monitored with Q1 and Q3 quadrupoles set at unit mass resolution (0.75 Da). Capillary voltage was set at 0.5 kV, desolvation temperature at 500°C, and source temperature at 150°C. Gas flows were set at 1000 L/h for desolvation gas and 50 L/h for the cone gas. Cone voltages and collision energies for MRM were either coming from database or optimized in-house using IntelliStart. One MRM transition was monitored for each pesticide analyzed in this method. . Dwell times were automatically generated with the software (5 ms for all MRM) using 4 s as target peak width. The resulting automated calculated number per peak was equal to 3.7 points per peak. Data acquisition was performed with MassLynx v.4.1 SCN 948.
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Data processing was performed with TargetLynx v.4.1 SCN 948. Calibration was performed using standards at 1 ppm and 0.1 ppm injected at the beginning and end of the batch. Linear regression was performed with forced origin in the regression without weighting. Each pesticide was manually inspected in a batch series and automatic integration was corrected if needed.

