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[bookmark: _GoBack]Figure S1 - The 20 most abundant genera collected with the air samplers used in this study.
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Propionibacterium
Pelomonas
Sphingomonas
Paracocccus
Bacillus
Bradyrhizobium
Methylobacterium
Sediminibacterium
Micrococcus
Delftia
Cloacibacterium
Enterobacter
Clostridium
Smithella
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Gemmobacter
Corynebacterium
Macellibacteroides
Streptococcus
Acinetobacter
Clostridiales
Mycobacterium
Uruburuella
Aeromonas
Eubacterium
Ruminococcaceae
Flavobacterium
Brevundimonas
Bifidobacterium
Bacteroides
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Alistipes

Porphyrobacter
Planomicrobium

Pantoea

Sphingopyxis

Arenimonas

Uncultured (Caulobacteraceae)
Uncultured (Corynebacteriaceae)
Uncultured (Leptotrichiaceae)
Uncultured (Saccharibacteria )
Uncultured (SHA-109)




