Supplementary table S1: TWAS analysis results of osteomyelitis

Gene name Chromosome TWAS P value Tissue
RP11-109P14.10 1 0.0026 lymphocytes
INPP5B 1 0.0029 lymphocytes
COX20 1 0.0068 lymphocytes
NTPCR 1 0.0091 lymphocytes
SF3A3 1 0.0096 lymphocytes
EIF2B3 1 0.0230 lymphocytes
ADAMI5 1 0.0301 lymphocytes
EFCAB2 1 0.0332 lymphocytes
RP11-343N15.5 1 0.0337 lymphocytes
CLIC4 1 0.0363 lymphocytes
CTSS 1 0.0392 lymphocytes
ADC 1 0.0428 lymphocytes
ANGEL2 1 0.0480 lymphocytes
GLUDI1P2 10 0.0143 lymphocytes
HPS1 10 0.0187 lymphocytes
USP28 11 0.0028 lymphocytes
UEVLD 11 0.0061 lymphocytes
NFRKB 11 0.0113 lymphocytes
APIP 11 0.0396 lymphocytes
CCT2 12 0.0154 lymphocytes
PRR4 12 0.0193 lymphocytes
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Supplementary table S2. Gene ontology enrichment analysis results of differently expressed genes identified by mRNA expression profiles of
osteomyelitis

Gene ontology P value Fold enrichment
G0O:0005886~plasma membrane 0.0001 0.1963
G0O:0000786~nucleosome 0.0004 0.4958
G0:0006342~chromatin silencing 0.0017 2.6996
G0:0070062~extracellular exosome 0.0027 3.5241
GO:0005887~integral component of
plasma membraneg ’ 0.0056 71380
G0:0004872~receptor activity 0.0072 9.8715
F(:Jrg d (l)l(():i)iii77~1mmunoglobuhn 0.0150 220226
GO:0040037~negative regulation of
fibroblast growth factor receptor 0.0150 22.0226
signaling pathway
G0O:0005891~voltage-gated calcium
channel complex 88 0.0164 19.7747
;}lz :6()1?3 1093~platelet alpha granule 0.0193 22 7858
G0:0005794~Golgi apparatus 0.0199 23.4881
G0:0030032~]lamellipodium assembly 0.0213 29.8477
G0:0007596~blood coagulation 0.0261 35.3570

GO:0070588~calcium ion 0.0275 36.8301



transmembrane transport
G0O:0060065~uterus development
GO0:0000139~Golgi membrane
G0:0001786~phosphatidylserine
binding

GO:0070382~exocytic vesicle
GO:0015695~organic cation transport
G0:0005245~voltage-gated calcium
channel activity

GO:1902613~negative regulation of
anti-Mullerian ~ hormone  signaling
pathway

GO:0009898~cytoplasmic ~ side  of
plasma membrane

GO:0016021~integral component of
membrane

GO0:0004888~transmembrane signaling
receptor activity
GO:0007275~multicellular ~ organism
development

GO0:0060271~cilium morphogenesis
G0O:0009986~cell surface
GO0:0002576~platelet degranulation
GO0:0007015~actin filament
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