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Fig. S1. Evaluation of the assembly of the DNA nanostructure using DLS. (a) KLA-sequence 1, (b) PEG-sequence 2 (c) and DNA nanostructure.
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Results

Diam. (nm) % Number Width (nm)
Z-:l\verage (d.nm): 37.41 Peak 1: 10.36 100.0 2.930
Pdl: 0.240 Peak 2: 0.000 0.0 0.000
Intercept: 0.866 Peak 3: 0.000 0.0 0.000
Result quality : Refer to quality report
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Results -

Diam. (nm) % Number Width (nm)
Z-Average (d.nm): 22.64 Peak 1: 3.305 100.0 1.257
Pdi: 0.380 Peak 2: 0.000 0.0 0.000
Intercept: 0.844 Peak 3: 0.000 0.0 0.000

Result quality : Good
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Resulits
Z-Average (d.nm): 27.72
Pdl: 0.640
Intercept: 0.880
Result quality : Good
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