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Primer ID  Forward/Reverse  Primer sequence  D181 target sequence  Target position in D181  No. of perfect  matches  Match '3 last  nt  Match 3' 3nt  stretch  Reference  

Universal primers         

XCE 1+  Forward  CACTGGTAATTTTTCAGATGG  TACAGGAAATTTTACTGATGG  696 - 716  16/21  1/1  3/3  Adzhar, 1997 &  Cavanagh, 1999  

XCE2 -  Reverse  CTCTATAAACACCCTTACA  CATTATAAACACCCTTACA  1138 - 1156  17/19  1/1  3/3  Adzhar, 1997 &  Cavanagh, 1999  

XCE 3 -  Reverse  CAgATTgCTTACAACCACC  CTGACTGCTTACAAGAACC  1060 - 1078  15/19  1/1  3/3  Adzhar, 1997 &  Cavanagh, 1999  

S27 -  Reverse  ACATTAGTAATAAAACCTTG  AAATTACTAATAACGCCCTG  1321 - 1340  16/21  1/1  2/3  Adzhar, 1997 &  Cavanagh, 1999  

D7 -  Reverse  TATTACTAATGACGCCTTGGCC  AATTACTAATAACGCCCTGGCC  1318 - 1339  19/22  1/1  3/3  Adzhar, 1997 &  Cavanagh, 1999  

S3  Forward  TYTTGTAGTGTTTGTTACACA  CTTATATGTGTTTGTAACCCA  303 - 323  14/21  1/1  2/3  Bochkov, 2007  

S4  Reverse  TTAYAGCAATGTGTAACAAA  CCCCCACAATGGGTTACAAA  313 - 332  13/21  1/1  3/3  Bochkov, 2007  

S5  Reverse  GTGCCATTGACAAAATAAGC  GTGCCATTTACAAAATATGC  616 - 635  19/21  1/1  2/3  Bochkov, 2007  

S6  Reverse  ACATCYTGTGCGGTGCCATT  ACTTCAACAGCAGTGCCATT  628 - 647  13/20  1/1  3/3  Bochkov, 2007  

S7  Forward  TACTACTACTACCAGAGTGCYTT  ACATACTATTACCAGAGTCAGTT  76 - 98  16/23  1/1  2/3  Bochkov, 2007  

S8  Reverse  CTTTATAAGTTATRGGKCCACCA  TTCTACGTTTTAGACCATTGACC  570 - 592  8/23  0/1  1/3  Bochkov, 2007  

S9  Forward  GATGGTTGGCATTTRCAYGG  AATGGTTGGCATAAACATGG  109 - 128  17/20  1/1  3/3  Bochkov, 2007  

S11  Forward  CAAGGTGGTTGYAAGCAATC  AAGGGTTCTTGTAAGCAGTC  1057 - 1076  15/20  1/1  2/3  Bochkov, 2007  

S12  Forward  TGTTGGTTTWTGTKACTAAGA  TTCTTGTATTTGTAGACAAAA  1187 - 1207  12/21  1/1  2/3  Bochkov, 2007  

CO1  Forward  TGACTCTTTTGTKTGCACTAT  TGACTCTTTTGTTTGCACTAG  26 - 46  21/21  0/1  2/3  Farsang, 2002  

CO2  Reverse  AAATTATAATAACCACTCTGA  GCCTGAAGGTTTTGTTAGGCT  888 - 908  12/21  0/1  1/3  Farsang, 2002  

CK4  Forward  CANGGNGGNGCNTA  CATGGTGGAGCCTA  124 - 137  14/14  1/1  3/3  Keeler, 1998  

CK2  Reverse  CNGTRTTRTAYTGRCA  CTGTATTATACTGACA  685 - 700  16/16  1/1  3/3  Keeler, 1998  

SX1  Forward  CACCTAGAGGTTTGYTWGCAT  GCCCTAAAGGTAGGTTAGCAT  665 - 685  16/21  1/1  3/3  Worthington, 2008  

SX3  Forward  TAATACTGGYAATTTTTCAGA  TAATACAGGAAATTTTACTGA  693 - 713  17/21  1/1  3/3  Worthington, 2008  

SX2  Reverse  TCCACCTCTATAAACACCYTT  TTCCCCATTATAAACACCCTT  1141 - 1161  17/21  1/1  3/3  Worthington, 2008  

SX4  Reverse  AATACAGATTGCTTACAACCACC  AACACTGACTGCTTACAAGAACC  1060 - 1082  18/23  1/1  3/3  Worthington, 2008  

         

D1466 genotype specific primers         


