

[image: ]Figure S1. Graphical summary of the bioinformatic pipeline used to assign museum specimens to a lineage based on illumina reads.
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Figure S2. Tree based on cytochrome oxidase subunit 1 (cox1) sequences, including consensus sequences of four historical type specimens (in red: Mantidactylus (M.) guttulatus; in light brown: M. (M.) grandidieri). 
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Figure S3. Tree based on cytochome b (cob) sequences, including consensus sequences of four historical type specimens (in red: Mantidactylus (M.) guttulatus; in light brown: M. (M.) grandidieri). 
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Figure S4. Alignment of 16 reads derived from bait capture of the holotype of Rana pigra (MNHN 1899.410) that matched the terminal part of the cytochrome b fragment analysed. These reads best match the sequence of the lineage considered to be Mantidactylus (M.) guttulatus.
image1.png
Raw illumina

reads

trimming
quality filtering

Set of reference) reads mapping o "
sequences €an reads

Aligned reads

Phylogenetic
inference ~ Consensus count of reads
sequence matching each

assembly reference

l

Sequences from
fresh samples

Grandidon 2CY" 7272 2SM 746 2005 Ambatoroma
Granddn ZCUV 7271 Ambatoroma

R 5975 Makira: Angozong:
o0

V)
oMV 1 7T Ansanalaoka

GEUN- 11280 25013555000 Makira_Angozongahy
HEGYC 7110 A

IFG2E511-Ambontaniel

FREC3114-28N 0282 2005_Ambohitantely
randidion ZCWV. 1366 -Ambatoroma





image2.png
Mantidactylus guttulatus Andasibe dgL.CO1490

Mantidactylus guttulatus FGMV2002-362 Ranomafana dgL.CO1490

Mantidactylus Ca2019B1 Manantantely FGZC0262 COI Vert F2

Mantidactylus sp55 Betampona ACP3185 dgL.CO1490

Mantidactylus sp56 Betampona ACP3187 dgLCO1490

Mantidactylus sp57 Marojejy ZCMV2096 dgL.CO1490

——
0.0100




image3.png
Mantidactylus guttulatus Andasibe 2002-G34

Mantidactylus guttulatus FGMV2002-362 Ranomafana Cytb KR348466

|: Mantidactylus Ca2019B2 ZCMV100 Ambohitsara Cytb KR348478
Mantidactylus Ca2019B1 Manantantely FGZC0262

Mantidactylus sp55 Betampona ACP3185

Mantidactylus sp56 Betampona ACP3187

— Mantidactylus sp57 ZCMV2096 Marojejy Cytb KR348479
4{
' MNHN 1895 255 grandidieri reads S52.

Mantidactylus Ca2019A ZSM644-2001 Tsaratanana Cytb | N133020

Mantidactylus curtus Cytb Bait

—
0.020




image4.png
Mantidactylus_spS5_Betampona ACP3185

Mantidactylus_spS6_Betampona ACP3187

Mantidactylus_grandidieri ZCMV2096 Marojejy KR348479
Mantidactylus_sp_Ca66_ZCMV100_Ambohitsara KR348478

Mantidactylus_sp_Ca67_Manantantely FGZC0262

Mantidactylus_sp ZSM644.2001 Tsaratanana Cycth JN133020

o

Mantidactylus_guttulatus Andasibe 2002-G34

pigra_513_NS500412:208:H523586X7:1:2130

pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra 513 _NS500412:
pigra_S13_NSS00412:

208:
208:
208:
208:
208:
208:
208:
208:
208:
208:
208:
208:
208:
208:
208:

H523586X7

2205
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7
H523586X7:

2311

23021

3311t

:15859
15812

2064:13377_1+

4586 11
4046 1t

£6360:12969 11

11973
115931
:19767

:5385:4135 1+

122474
120380
:10379
118708
112625
:16929
:18110
114646

8875 1t
4479 1:
114147

9986 1t
[ECECER
:11176 3
3548 1t
4204 1:
:10207_
112148
8861 1z

cETlccccccc
ccr@iciccccc!
ccE@Rzccccc!
cErdccccccc!

cET8ccccccc!
cET8Gcccccc!

cecece
ccicee
cHecce
cecece
cecece
cecece
cecece
ceeee-
cecee-
ceeee-
cecece
cecece
cecece
cecece
cecece
cecece
o Eeoe

AATCCACACA

AxccacHca
RilcccEcaca
AaTccacaca

AaTccAcAcE
AATTCHCACA

B ccclcEcH
HlcccEclca
HlcccEclca
HlcccEclca
HlcccEclca
HlcccEclca
HlcccEclca
HlcccEclca
HlcccEclca
2lcccEcicl
#ilcccilc

#lcccilc

2lcccacicH
ancHcacaca
2lcccacich
#lcccilc

aacccacHcH

CTARACAACGAA
CTARRCAACGAA
CCARRCAACGAA
CTARACAACARA

RARACAACARA
CRARRCAACGAA

AAzACANCGAR
ARACAACGAA
ARACAACGAA
AnzcANCENA

ARECHHC
AnzcAnC
AnzcAnC

ax
CTARACAACGRRGC

ARA A CGAREC




