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Table S1 Nucleotide sequence alignment of wild-type and PTDS synthesized TeGST.

10 20 30 40 50 60 70

1 ATGCTCAAGCTCTATGGCGGCGCCAAATCCCGCGCCAGTATTGTCCGCTGGTATTTAGAAGAACTAGGCATT

2 ATGCTCAAGCTCTATGGTGGTGCAAAGTCACGTGCATCTATTGTCCGTTGGTACTTGGAAGAACTTGGTATT
MLKLYGGAKS S RASTITIVRWYTLETZETLSGTI

80 90 100 110 120 130 140

1 CCCTATGAGTTTGTGCTCATAGATCTCCAAGCCGGGGAACAACATCAACCTGAATTTCTCAAACTCAACCCT

2 CCATACGAGTTCGTCCTCATCGACCTCCAAGCAGGTGAACAACATCAACCTGAGTTCCTCAAGCTCAACCCT
pYEFVLIDLAGQAGEA QHO QPETFTLI KTELNP

150 160 170 180 190 200 210

1 ATGGGTAAAGTGCCCGTGATCGTCGATGGCGATGTGGTGCTTTGGGAATCAGGGGCGATTTTGCTCTATCTT

2 ATGGGTAAGGTTCCTGTCATCGTTGATGGTGATGTCGTCCTTTGGGAATCTGGTGCAATCTTGCTCTACCTT
MG6GKVvVPVIVDGDVVLWESG GATITLTLYL
220 230 240 250 260 270 280

1 GCCCAAGTTCACGGTGAATTACCCAAGGACGCGGCAGCCGCGGCCCAAGTTTATCAGTGGGTGCTGTTTGCC

2 GCACAAGTCCATGGTGAACTTCCTAAGGATGCAGCAGCAGCAGCACAAGTCTATCAGTGGGTCCTGTTCGCA
AAQ VHGETLPI KDAAAAAQVY QW VLFA
290 300 310 320 330 340 350 360

1 AACTCTACCCTGACCCAGGCAATGTTTCCTGCCGAAACGCGCGATCGCCAGCTTCCACCACTGCTCAAGGGC

2 AACTCCACTCTGACTCAGGCAATGTTCCCTGCTGAAACTCGTGATCGTCAGCTTCCACCACTGCTCAAGGGT
NS TLTOQAMTEFPAETRDI RAQLPPILTLTEKSEG

370 380 390 400 410 420 430

1 ATTGAGACGGCTCTCATGGGGCAATCCTACATTCTGGGCAAGGACTTTTCGGTAGCCGATGTCGCCCTAGGG

2 ATTGAGACTGCACTCATGGGTCAATCATACATCCTGGGTAAGGACTTCTCTGTTGCAGATGTTGCACTTGGT
I ETALMGQSY I LGKDTFSVADVYVATLGE

440 450 460 470 480 490 500

1 TCAATGCTGGCCTATCTCCAGATGCTCTTTCAGGTGGACTTGAGTCCCTATCCTGCCGTAGCGGATTATGTG

2 TCAATGCTGGCATATCTCCAGATGCTCTTCCAGGTTGACTTGTCACCATACCCTGCTGTTGCTGACTACGTC
sMLAYLQMLTFQVDLSPYPAVADYYV

510 520 530 540 550 560

1 GCCCGCTTGCAACAACGACCTGCCTTTCAGAAGGGTTTAATGGGAGCGAGGGCATGA

2 GCACGTCTGCAACAACGTCCTGCATTCCAGAAGGGTTTGATGGGTGCACGTGCATAA

AR LQQRPATFQKG GLMGATRA -

w

1 Wild-type TeGST
2 PTDS synthesized TeGST

3 Amino acid sequence
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