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Supplementary Figure 1. Alignment of the predicted P2 amino acid sequence of B. passiflorae with the P2 sequence of other member of the genus Badnavirus confirms the identity of this protein.
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Supplementary Figure 2. PCR amplification of samples using begomovirus specific primers failed to detect this group of viruses in all the purple passion fruit samples tested.
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YP_009229918.1 (+)
YP_009002584.1 (+)
NP_569152.1 (+)
YP_009140787.1 (+)
YP_006273074.1 (+)
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| End | Organism
135
137  Blackberry virus F
135  Hibiscus bacilliform virus...
137  Citrus yellow mosaic virus
135  Grapevine Roditis leaf d...
135  Fig badnavirus 1
143  Yacon necrotic mottle vi...
131 Cacao Bacilliform SriLa...
154  Piper yellow mottle virus
125 Cacao swollen shoot Gh...
124  Cacao swollen shoot Gh...
134  Jujube mosaic-associat...
126  Taro bacilliform CH virus
125 Cacao swollen shoot Gh...
121 Dioscorea bacilliform RT...
146  Cacao swollen shoot Gh...
136  Pelargonium vein bandi...
133 Canna yellow mottle virus
131 Dracaena mottle virus
123  Dioscorea bacilliform RT...
142  Cacao swollen shoot Gh...
133 Canna yellow mottle as...
126  Dioscorea bacilliform virus
144  Taro bacilliform virus
132  Cacao swollen shoot virus
146  Pagoda yellow mosaic a...
142  Cacao swollen shoot Gh...
144  Cacao swollen shoot Gh...
145  Cacao swollen shoot CE...
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Query_75983

(+)

1 MN WKSTVA SSTYQEALAATEAI Q SPSVGFAKSSQ TPQENFSNIIKQNNLIIQLLVKTSEEVQDLR EQVNQLKV L IRRKE DTPKE DLEGAIESLTKR LEKL PAGETSKPQKKKPPFYVYKDPYLIFEEEK RRL EKK 135

YP_009229918.1

(+)

1

MSDWRVTQG SSVYKEATQALEGL DQ PALGFARGTDF AGATNSSLQGIIKQQNLQIQLLVKLTEKVEDLQ QEIKTLKAAK AKAAAESSSE DLESQIIGLSKK LDKV SLGTGVVPKKRTPYYVKEDPAKIFEREF AKTK

137 Blackberry virus F

YP_009002584.1

(+)

1 MS HSRTRA TASYKEAVAATEDI Q PPAVGFAKPSDN VGAQSSSSVIIKQNNTIIQLLASLSEKVNTLE TEVRHIKNVFDSREP STSTLPT DLIEKLEGLTL TDKQ ERPKERKGTLFAFKDPYVILQEEK EKL 135 Hibiscus bacilliform virus...

NP_569152.1

(+)

1

MT YQNTEK TPTYKRALEATEPI N SPALGFINPEDY SGGITGTKALIKQNNLLIQLVVELSVNVNSLS EQVAQLTRQL GKQPQQGSSTATLPD DLVDKLKNLSL GT EKKKEKRGTFYAYKDPYLIYKEEV EKL

137 Citrus yellow mosaic virus

YP_009140787.1

(+)

1 MS YIVSQG TNSYREAVRATEGI E SPAAGFVKPAEF QGGTSSAKIQIKQNNTIIQLLVQIAETLKDLR DEQQILKGEI RQLQKEKAATSISE ELVEKLNNLSL GVAE KKIPEKRGTFRVFKDPLKILEEER AKL 135 Grapevine Roditis leaf d...

YP_006273074.1

(+)

1

MSSYIVSQG TNSYKEAIKATEGI E SPAAGFVRPADF QGGTSAARVQIKQNNTLIQLLIQIAESLKDIR EEQRVLKEEV RQLQKDKAA SITE ELVERLQSLSL GVPE KKVAEKKRTFRVFKDPLRILEEEK EKL

135 Fig badnavirus 1

YP_009121746.1

(+)

1 MS LANQKA SISYQEAVEATEGI E TPALGFIRPSDY KTGATSLSSAIIKQNNTLLYLLIAQAQKLEEIK EEIEKLKRNL TTLEKRESAPL NLEDSIDSLTKR IDNL SLTKKNPVGGKQGPIYVFKDPNKIFKEEY EKELQP KRR 143 Yacon necrotic mottle vi...

YP_009553547.1

(+)

1

MSGSSSSSRIIATKSYKDAILASDEV D PPAVGFAKASE GTASNLATIVKQNNLIIALLTVVAERITEKE LPIVE SSSAGLEEAL D EITDQLRNLKLRSTGKE PVITETKGKLYVFKDPLQILKEEK EKAKR

131 Cacao Bacilliform SriLa...

YP_008567618.1

(+)

1

MS YINTIS TSAYKEALQATEQL E EPALGFVKPRDHNREGIQKSVTAVTKQNNTLIQLVVDLHEKINTLE EKIEKLRKEP PQSTGISA DLVTKLENLTL QDQG KKPKESRGKRLVFKDPLEIIKAEK RKLDGPGPSKNSG

154 Piper yellow mottle virus

YP_009666829.1

(+)

1 MG RLMSE DSAYQQAIQNAAIY K PTGF LKSEQAG SGREQLLSCISQHNLIIQLLLDLHSKVDSLE AEIKVLKREK GKAVQSDEIDSLVTQLKGLNL GPK SKVPESKGKFYAFKDPYVILEEAK KKK 125 Cacao swollen shoot Gh...

YP_009553044.1

(+)

1

MG WLMSG NS YQEAFRNAAAY K PTGF LKSEEAG SGREQLLSCISQHNLIIQLLVDLHDKVDNLS AELKVLRKEK TKAQNPEEIEGLISQLKGLSI GPK EKVPEKKGNLYAFKDPYVILEEVK SKK

124 Cacao swollen shoot Gh...

YP_009408592.1

(+)

1 MTSWAYTAE KQSYKDAVAATESI E APAVGFARPAEY RNTLASLGAVTKQNNTILVILTELTEKVNFLQ LQVQQLQQQV LKGKAPENLEQSI S DLSNKLAGLKV DGAD SAIPKKKGVLYVYQKPSDILDREK ARK 134 Jujube mosaic-associat...

YP_009130663.1

(+)

1

MS HINTQD TETYTSALQATEEI E APAVSFAKPADN KGPNSGTSTLIKQNNTQIELLVRLTEEVKALR EELAQFRNEK GQVSSIPD DLISGLKNLKL SDQ KPREAAGKLRVFKNPLEEYKKEKARKC

126 Taro bacilliform CH virus

YP_009552692.1

(+)

1

MN SRAYQQALIEAEKV D PPAVGITTSTGT SASQGFKTIIKQNNVQLLLLAQIADRLEELA ADQKKARQEK AKEVSVPE DLISKLQSLSI KEP GEGSKP KREGKGILYGFKDPYKILAEEK AKLRK

125 Cacao swollen shoot Gh...

YP_009508410.1

(+)

1

MN SESL EYKRALQAVESL E PPALGFIKPADF RAGLATASAAVQKQNNTIIQLLLQLSEKVNSLQ AEIRTLRKEP E LPDEILD QITSRFNKLSI AEA PSEPRGRILVHTDPVKIFEEEK LKL

121 Dioscorea bacilliform RT...

YP_009666825.1

(+)

1 MTEE SRSYQQALKEAEKS D SPAVGLTTSSGV TATQGFRILIKQNNVQICLLAQIADRLEELA FDQKKARQEK AKEVTVPE DLITQLQNLSL KDE GRSTPTTKKREGKGILYGFKDPYKILAEEK AKLSTSTPKKESK 146 Cacao swollen shoot Gh...

YP_003208049.1

(+)

1

MS RPDSA TTAEYIAAAQATEAL G SPAEGFLSVKNI PPGSSSQTALLIKQNNFLLELVLDLHRKINGVE ARLSRAKEPA EGSQGQGLEE IIQKLDKLKIG DGE QKTHSIKGPGKVYFYRDPKALAEEER RKAKLR YA

136 Pelargonium vein bandi...

YP_009506263.1

(+)

1 MSL ANSRA SAVYQEALAATTQ DWEAATGFTAKSDT PN ISSISRQLNSVLFLLVRLDTKIASLDDKLLRLEARVKNIEAAK VPAGTEAPNWKEALD KITSKLSDLHIG EPR P REVGGNLK VIRNPYNILKEVK Q 133 Canna yellow mottle virus

YP_610964.1

(+)

1

MSEWRQTQA SDTFREALQATESI SR SALAFTDPEQP GPSKVIIRQLNTLLQLVYQLHLKVDKLQ EQVDKLNRKE AAAKEIALPSNLID EISNKLSTLKIS EPK SAIIKAPRRTYFFTDPQVILNKERARKS

131 Dracaena mottle virus

YP_009508407.1

(+)

1

MN HT EEYKRALQATEAI D PPAVGYIKPTEK LALAVINLQKQNNTLTNLITQIFEKLTQIQ TEVRSLKSQA SPVAASDELLD KVITKLGRLSI ADK LPEKQGKLLVFKDPVLIYQEEA EKLKRR

123 Dioscorea bacilliform RT...

YP_009551939.1

(+)

1

MTD SPAYQKAIRAAERV D PPALGLTTTEGI TAINGVRTIVKQNNVQILLLAEIADKLDDLL SKQKQQTKTE VK TTLPE DLIDKLQRLTI QE GGSQKT KQREGKGTLYGFKDPYKILEEER AKLGLP SSKKDE

142 Cacao swollen shoot Gh...

YP_009259697.1

(+)

1

MSL ANSRA SAAYQEALAATTQ DWDTASGFTAKSDL PN IATISRQLNSALFLLVRLDTKLAALEDKLLRLEARVRNIEAAK AQIGTGASDWKEELE RLTDKLSNLKIG DSQ KLREIGGNLK VIKSPYEILQSIQ

133 Canna yellow mottle as...

YP_001036292.1

(+)

1

MS LTSE SKEYQLAIKATEAI E PPAVGYTRPADY K GLATAIASIQKQNNTLIQLFTQLFTQMSQLQ TEVRSLRIEQ GSSAQTDQLLD QVITKLGKLSI QDK LPEKKGKLLVHKDPVIIYNEEK AKIQ

126 Dioscorea bacilliform virus

NP_758807.1

(+)

1

MS VPNS TYPGYIKSLEETKVL G DPSVGFSEIPTT AIGTATGFSTLYKQNNTIINLLISLHKKVDSL SKKTDVDE LATELSKLTIK D TPKVKAKTPLYVFKSPRLILEEER YKIGLP PTTTDW

144 Taro bacilliform virus

NP_041733.1

(+)

1

MTD SPAYQEALKEAEKV D PPAVGITTSTGV TAVQGFKTVIKQNNVQICLLAVIADKLEELI QDQKKARKDK AKEVAIPE DLITKLQGLSI QEK GEAKVT RKPEPKGTLFGFKDPYKILAAEK AKITLK PVKE

132 Cacao swollen shoot virus

YP_009041480.1

(+)

1

MSSWITTTG TSVYQETLAAVASLAGDH EGGQGFVKPDTL GSKGITHCVKQNNFQTHLLVQIYQKLEDIQLLVERQGERITALEREVKTLKTAEFKVPEDVLD DLTQKFAAIETSALKKA KQKAPKEKAPFLIHTDPYELNKSLK KK

146 Pagoda yellow mosaic a...

YP_009553542.1

(+)

1

MTD SPAYQQAIRKAEEV D PPALGLTSTTGI TAVNGIRTLVKQNNVQILLLAEIADKLNEFA VKQTQAHRKE AK TTLPE ELIEKLQKLTL QD TGSSQKT KTRERKGTLYGFKDPYVILAEEK AKL TP PTKKDE

142 Cacao swollen shoot Gh...

YP_009553537.1

(+)

1

MTD SSSYQRAIQAAERV D PPAVGITTTTGI TAVNGVRTIVKQNNVQILLLAEIAEKLEDLL AIQKQSKKQE SS GTIPE DLIEKLQKLTI QD AGSSQKTTRGREGQGTLYGFRDPYRILAEEK AKL SPIPKKKDE

144 Cacao swollen shoot Gh...

YP_009553040.1

(+)

1

MTD SSAYQRAIKEAEKI D PPALGLTSTSGI TAVNGVRTIVKQNNVQILLLAEIADRLNSLV EAQKQANRKE VK TTLPE DLIDKLQKLSI QDQVSSGSQQPR KVKEGKGILYGFKDPYTILAEEK AKL TP PNKKDE

145 Cacao swollen shoot CE...
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