Supplementary Material 2. 
Table S2. Parameter table of relative incidence of isolates included in the WISCAs for sites meeting the 100 isolate threshold when excluding coagulase-negative staphylococci (CoNS). 
	Site
	Total isolates in WISCA
	Organism 1
(n, % WISCA)
	Organism 2
(n, % WISCA)
	Organism 3
(n, % WISCA)
	Organism 4
(n, % WISCA)
	Organism 5
(n, % WISCA)
	Organism 6
(n, % WISCA)
	Organism 7
(n, % WISCA)
	Organism 8
(n, % WISCA)
	Organism 9
(n, % WISCA)

	IT1
	550
	S. aureus (125, 23%)
	Klebsiella spp.(118, 21%) 
	Enterococcus spp. (98, 18%)
	E. coli (73, 13%) 
	Enterobacter spp. (57, 10%) 
	Pseudomonas spp. (45, 8%) 
	Serratia spp.(34, 6%)
	
	

	IL1
	406
	Klebsiella spp. (135, 33%)
	S. aureus (89, 22%) 
	E. coli (64, 16%)
	Enterococcus spp. (42, 10%) 
	Pseudomonas spp. (29, 7%) 
	Acinetobacter spp. (24, 6%) 
	Enterobacter spp. (23, 6%)
	
	

	CN1
	285
	Enterobacter spp. (95, 33%) 
	Klebsiella spp. (44, 15%) 
	E. coli (43, 15%)
	S. aureus (37, 13%) 
	S. pneumoniae (35, 12%) 
	Salmonella Typhi (17, 6%) 
	Enterococcus spp. (14, 5%) 
	
	

	UK1
	214
	S. aureus (67, 31%) 
	E. coli (38, 18%) 
	Enterococcus spp. (35, 16%) 
	Klebsiella spp. (20, 9%) 
	Pseudomonas spp. (15, 7%)
	Enterobacter spp. (13, 6%) 
	Acinetobacter spp. (12, 6%) 
	Serratia spp. (7, 3%) 
	S. pneumoniae (7, 3%) 

	BR1
	221
	S. aureus (54, 24%) 
	Klebsiella spp. (53, 24%) 
	Enterococcus spp. (36, 16%) 
	Enterobacter spp. (22, 10%) 
	Acinetobacter spp. (21, 10%)
	Pseudomonas spp. (21, 10%) 
	E. coli (14, 6%)
	
	

	TH2
	214
	Klebsiella spp. (61, 29%)
	Acinetobacter spp.(58, 27%)
	S. aureus (22, 10%) 
	Non-typhoidal Salmonella spp. (18, 8%) 
	Pseudomonas spp.(15, 7%) 
	Enterococcus spp.(15, 7%) 
	E. coli (14, 7%)
	S. pneumoniae (11, 5%) 
	

	UK2
	191
	Enterococcus spp. (61, 32%)
	S. aureus (55, 29%)
	Enterobacter spp. (38, 20%)
	E.coli (19, 10%)
	Klebsiella spp. (18, 9%)
	
	
	
	

	UK3
	131
	Enterococcus spp. (29, 22%)
	S. aureus (25, 19%)
	S. pneumoniae (20, 15%) 
	E. coli (19, 15%) 
	Klebsiella spp. (13, 10%) 
	Group A Streptococcus spp. (11, 8%) 
	Enterobacter spp. (8, 6%)
	Serratia spp. (6, 5%)
	

	TH1
	163
	Klebsiella spp. (58, 36%) 
	Acinetobacter spp. (29, 18%) 
	S. aureus (24, 15%) 
	E. coli (17, 10%) 
	Pseudomonas spp. (14, 9%) 
	Enterococcus spp. (14, 9%) 
	Serratia spp. (7, 4%)
	
	

	ZA1
	154
	Klebsiella spp. (43, 28%) 
	S. aureus (39, 25%) 
	E. coli (19, 12%) 
	Acinetobacter spp. (18, 12%)
	Enterococcus spp. (14, 9%) 
	Enterobacter spp. (12, 8%)
	Pseudomonas spp. (9, 6%)
	
	

	DE1
	97
	S. aureus (41, 42%)
	Klebsiella spp. (13, 13%) 
	E. coli (12, 12%) 
	Enterococcus spp. (12, 12%) 
	Enterobacter spp. (10, 10%)
	Pseudomonas spp. (5, 5%) 
	Serratia spp. (4, 4%) 
	
	

	FI1
	136
	S. aureus (60, 44%) 
	E. coli (23, 17%)
	S. pneumoniae (17, 13%) 
	Pseudomonas spp. (13, 10%) 
	Enterococcus spp. (12, 9%)
	Enterobacter spp. (7, 5%)
	Klebsiella spp. (4, 3%) 
	Acinetobacter spp. (4, 3%) 
	

	JP1
	121
	S. aureus (60, 50%)
	Klebsiella spp. (28, 23%)
	E. coli (14, 12%) 
	Serratia spp. (12, 10%)
	S. pneumoniae (7, 6%) 
	
	
	
	



